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1 5
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Ser Gly Thr Pro Gly Gln Arg vVal Ala Ile Ser Cys Ser Gly Ser Ser
145 150 155 160

Tyr Asn Ile Gly Ser Asn Thr vVal Asn Trp Tyr Gln Arg Leu Pro Gly
165 170 175

Ala Ala Pro GIn Leu Leu Ile Tyr Asn Asn Asp Gln Arg Pro Ser Gly
180 185 190

Ile Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Gly Ser Leu
© 195 200 205

Val Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala
210 215 . 220

Ser Trp Asp Asp Ser Leu Asn Gly Aré‘Val Phe Gly Gly Gly Thr Lys
225 230 235 240

Leu Thr Val Leu Gly
245

<210> 1458
<211> 260
<212> PRT
<213> Homo sapiens

<400> 1458 | .
Gln Val Gln Leu Val Gln Ser Gly Gly Gly Vval val Gln Pro Gly Arg
1 5 ‘ 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Arg Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 a5

Ser Gly Ile Ser Gly Asn Ala Gly Ser Asn Lys Tyr Tyr Ala Asp Ser
50 55 60

Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu
65 70 75 80

Tyr Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr
85 90 95

Cys Ala Arg Asp Tyr Pro Gly Ser Glu Tyr Asp Ile Leu Thr Gly Tyr
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Ser Val Thr Val Ser Cys Lys Thr Ser Gly Gly Thr Phe Arg Thr Ala
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Gly Ile Ile Pro Ile Leu Gly Pro Pro Asn Tyr Ala Gln Ile Leu
50 55 60

Lys Gly Arg Leu Thr Ile Thr Ala Asp Glu Leu Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Ala Arg Arg Val Gly Val Leu Gly Gly Lys Asn Ala Phe Glu
100 105 . 110

TIle Trp Gly Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 135 -140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 150 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyxr Val Ser Trp
165 ' 170 175

TYY Glﬁ Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Ser Lys Arg Pro Ser Gly Val Sef Asn Arg Phe Ser Gly Ser Lys Ser
195 200 . 205 :

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 - 230 235 240

Gly Gly Gly Thr Glu Leu Thr val Leu Gly
' 1710
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Thr Ser Gly Ser Leu Val Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys Ala Ser Trp Asp Asp Ser Leu Asn Gly Arg Val Phe
225 ' 230 235 . : 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
' 245 250

<210> 1462
<211> 252
<212> PRT
<213> Homo sapiens

<400> 1462 :
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80
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85 90 95
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100 105 110
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’ 115 - 120 125
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130 ’ 135 140
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145 150 155 160 I

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
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200
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105
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185
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25
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Thr

90
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170
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250

10
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75
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155
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Ala Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln LEys Leu
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Val Tyr
65 70 75 80

Met Asp Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 85

Ala Thr Gly Met Gly Asp His Tyr Gly Met Asp Val Trp Gly Gln Gly
100 105 110

Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
115’ 120 125

Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Ala
130 135 140

Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser Ser
145 150 155 . 160

Ser Asn Ile Gly Ser Asn Thr Val Asn Trp Tyr Gln Arg Leu Pro Gly
165 170 ‘ 175

Ala Ala Pro Gln Leu Leu Ile Tyr Asn Asn Asp Gln Arg Pro Ser Gly
180 185 190

Ile Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Gly Ser Leu
195 200 205

Val Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala
210 : 215 220

Ser Trp Asp Asp Ser Leu Asn Gly Arg Val Phe Gly Gly Gly Thr Lys
225 230 235 240

Leu Thr Val Leu Gly
245

<210> 1465
" <211> 248
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<212> ?RT
<213> Homo sapiens
<400> 1465
Glu Val Gln Leu Val Glu Thr Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Vél Lys Val Ser Cys Lys Ala Ser Gly Gly Ile Phe Ser Ser Asn
20 25 30

Gly Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Ala Ile Ile Pro Met Phe Lys Thr Ala His Tyr Ala Gln Asn Phe
50 55. 60

Gln Gly Arg val Thr Ile Asn Ala Asp Glu Leu Thr Arg Thr Val Tyr
65 70 75 80

‘Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 ' 95

Ala Arg Gly Gly Ser Ser Gln Asn Phe Tyr Gly Met Asp Val Trp Gly
100 105 110

Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser val Leu Thr Gln Pro
130 : 135 140

Pro Ser Val Ser Ala Ala Pro Gly Gln Lys Val Thr Ile Ser Cys Ser
145 150 . 155 - 160

Gly Thr Ser Ser Asn Ile Gly Asn Asn Tyr Val Ser Trp Tyr Gln Gln
165 170 175

Phe Pro Gly Ala Ala Pro Lys Leu Leu Ile Tyr Asp Asn Gly Lys Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser
195 : _ 200 - 205

Ala Thr Leu Ala Ile Ala Gly Leu Gln Thr Gly Asp Glu Ala Asp Tyr
210 : , 215 » 220

1716
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Tyr Cyé Gly Thr Trp Asp Ser Ser Leu Ser Ala Val Val Phe Gly Gly
225 ' 230 . 235 240

Gly Thr Lys Val Thr vVal Leu Gly
245

<210> 1466
<211> 254
<212> PRT
<213> Homo sapiens

<400> 1466 :
Gln vVal Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Glu Ala Ser Ala Glu Leu Phe Ala Ser Ser
20 : 25 30

Asp Ile Asn Trp Val Arg Arg Ala Thr Gly Gln Gly Leu Glu Trp Met
. 35 40 45

Gly Trp Val Asn Pro Ser Ser Gly Asn Ala Gly Tyr Ala Glu Lys Phe
50 55 60

Glu Gly Arg Val Ser Met Thr Thr Asn Tle Pro Lys Lys Thr val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
) 85 90 95

Ala Arg Gly Thr Gly Tyr Asp Ile Leu Thr- Gly Tyr Tyr Met Gly Ser
100 105 110

Ala Phe Asp Gln'Trp Gly Arg Gly Thr Leu Val Thr vVal Ser Ser Gly
115 , 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln
130 135 140

Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Thr
145 150 155 160

Val Thr Ile Ser Cys Ser Gly Gly Gly Thr Asn Ile Gly Arg Asp Arg
165. 170 , 175

Val Thr Trp Tyr Gln Gln Val Pro Gly Thr Pro Pro Lys Leu Leu Ile
180 185 - 190

1717 - : ~
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3

Tyr Lys Thr Ser Gln
195

Ser Lys Ser Gly Thr
210

Glu Asp Glu Ala Asp
225

Gly Tyr Val Phe Gly
245

<210> 1467

<211> 252

<212> PRT

<2135 Homo sapiens

<400> 1467
Glu Val Gln Leu Val
1 5

Ser Val Lys Val Ser
20

Ala Ile Asn Trp Val
35

Gly Gly Ser Ile Pro
50

Gln Gly Arg Val Ile
65

Met Glu Leu Ser Gly
85

Ala Arg Gly val val
100

Phe Asp Val Trp Gly
115

Gly Gly Ser Gly Gly
130

Argy

Ser

Tyr

230

Thr

Gln

Cys

Arg.

Ile

Leu

70

Leu

Trp

Gln

Gly

Pro

Ala
215

Tyr

Gly

Ser

Arg

Gln

Phe

55

Thr

Arg

val

Gly

Gly
135

Ser

200

Ser

Cys

Thx

Gly

Ala

Ala

40

Gly

Ala

Ser

Ala

Thr

120

Ser

Arg

Leu

val

Lys

Ala
Ser

25
Pro
Pro
ASp
AsSp
Tyr
105

Leu

Gly

val

Asp

val

val
250

Glu

10

Gly

Gly

Pro

Glu

Asp

90

Gly

Val

Gly

1718

Pro
Ile
Trp
235

Thr

val
Gly
Gln
Asn
Leu

75
Thr
Asp

Thr

Gly

Asp

Ser

220

Asp

val

Lys

Thr

Gly

Tyr

60

Thr

Ala

vVal

val

Gly
140

Arg

205

Gly

Asp

Leu

Lys

Phe

Leu

45

Ala

Thr

Val

Gly

Ser

125

Ser

Phe

Leu

Ser

Gly

Pro

Ser

30

Glu

Gln

Thr

Tyr

Ile

110

Ser

Ala

Ser

Arg

Leu

Gly

15

Arg

Trp

Lys

Ala

Tyr

95

Tyr

Gly

Gln
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Ala
145
Thr
val
Tyr
© Ser
AsSp
225

Arg

<210>
<211>
<212>
<213>

Leu

Ile

Ser

Asp

Lys

210

Asp

Phe

Thr Gin

Ser Cys

Trp Tyr
180

Val Asn

185

Ser Gly

Glu Ala

Gly Gly

1468
251
PRT
Homo sapiens

<400> 1468
Glu Val Gln Leu Val

1

Ser

val

Gly Phe

Gly Arg

50

- Gln Asp

65

Met

Ala Arg

Glu

Lys Val
20

Asn Trp
- 35

Ile Ile
Arg Val

Leu Asn

His Asp
100

Pro

Thr

165

Gln

Asn

Asn

ASp

Gly
245

5

Ser

val

Pro

Thr

Ser
85

Tyr

Ala

150

Gly

Gln

Arg

Thr

Tyr

230

Thr

Gln

Cys

Arg

Asp

Met

70

Leu

TYY

Ser

Ser

His

Pro

Ala

215

His

Lys

Ser

Lys

Gln

Phe

55

Thr

Arg

Ile

val
Ser
Pro
Ser
200
Ser
Cys

Leu

Gly
Ala
Ala

40
Glu
Ala

Ser

Met

Ser

Thr

Gly

185

Gly

Leu

Gly

Thr

Ala

Ser

25

Pro

Thr

Asp

Asp

Thr
105

Gly

Asp

170

Lys

val

Thr

Ser

val
250

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Ala

1719

Ser
155
Leu
Ala
Ser
Ile
Tyr
235

Leu

val

Tyr

Gln

Tyx

Cys

Thr

Ala

Pro

Gly

Pro

AsSp
Ser
220

Thr

Gly

Lys
Thr
Gly
Tyr

60
Thr

Ala

His

Gly

Asp

Lys

Arg

205

Ala

Asp

Lys

Phe

Leu

45

Ser

Ser

Ile

Tyr

Gln
VY
Leu
190
Phe

Leu

His

Pro
Thr

30
Glu
Gln
Thr

Tyr

Tyr

110

Ser
Ser
175
Ile
Ser

Gln

Leu

Gly

15
Ser
Trp
Lys

Ser

Tyr
95

Tyr

PCT/US02/36496

Ile
160
Ser
Ile
Gly

Ala

Thr
240

Ser
TyTr
Met
Leu
TYyTr

80

Cys

Asp
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Ser Trp Gly'Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 © 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Ser Glu
130 135 140

Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Vval Arg
145 - 150 155 160

Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr
165 170 175

Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn
180 185 190

Ser Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly
195 ‘ 200 205

Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Ile His Leu Gly Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Val Thr val Leu Gly
245 250

<210> 1469
<211> 254
<212> PRT
<213> Homo sapilens

<400> 1469
Gln Val Gln Leu Val Gln Ser Gly Pro Asp Val Lys Asn Pro Gly Ala
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Tyr Asn Phe Leu Asn Tyr
20. 25 30

Asp Ile Asn Trp Val Arg Gln Thr Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Met Asn Pro Lys Ser Gly Lys Thr Asp Ser‘Ala Glu Lys Phe
50 55 60
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Gln
65

Met

Ala

Gly

Ser

145

Val

val

yr

Ser

Glu

225

Gly

Gly

Glu

Arg

Leu

Gly

130

val

Thr

Tyr

Arg

Lys

210

AsSp

Pro

Arg

Leu

Gly

Asp

115

Gly

Leu

Ile

Trp

Asn

195

Ser

Glu

Val

<210> 1470
<211> 247
<212> PRT
<213> Homo sapiens

<400> 1470
Gln val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Arg

1

vVal

Ser

Ile

100

Tyr

Ser

Thr

Ser

Tvr

180

Asn

Gly

Ala’

Phe

Thr

Arg

Gly

Gly

Gln

Cys

165

Gln

Gln

Thr

Asp

Gly
245

5

Met

70

Leu

Tyr

Gly

Gly

Pro

150

Ser

Gln

Arg

Ser

Tyr

230

Gly

Thr
Ser
Asp
Gln
Gly
135
Pro
Gly
Leu
Pro
Ala
215

Tyr

Gly

Thr

Ser

Leu

Gly

120

Gly

Ser

Ser

Pro

Ser

200

Ser

Cys

Thr

AsSp

ASDp

Leu

105

Thr

Ser

Ala

Thr

Gly

185

Gly

Leu

Ala

Lys

Thr

Asp

90

Thr

Leu

Gly

Ser

Ser

170

Thr

Val

Ala

Thr

Leu
250

10

Ser

75

Thr

Gly

val

Gly

Gly

155

Asn

Ala

Pro

Ile

Trp

235

Thr

Arg

Ala

Tyr

Thr

Gly

140

Thr

Ile

Pro

Asp

Sex

220

Asp

Val

Asn

val

Phe

val

125

Gly

PJ?O

Gly

Lys

Arg

205

Gly

Gly

Leu

Thr

TYyTr

Thr

110

Ser

Ser

Gly

Asn

Leu

190

Phe

Leu

Ser

Gly

val

Phe

95

Gly

Ser

Ala

Gln

Asn

175

Leu

Ser

Arg

Leu

15

PCT/US02/36496

Tyr

80
Cys
Ser
Gly
Gln
Arg
160
™YY
Ile
Gly

Ser

Ser
240

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr

20

25

1721
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Trp

Ala

Lys

65

Leu

Ala

Ile

Ser

Asp

145

Gln

Pro

Sexr

Ser

Cys

225

Thr

Met

Asn

50

Gly

Gln

Arg

Trp

Gly

130

Pro

Gly

Gly

Gly

Leu

210

Asn

Lys

Ser

.35

Tle

Arg

Met

Asp

Gly

115

Gly

Ala

Asp

Gln

Ile

195

Thr

Ser

Leu

<210> 1471
<211> 250

Trp

Lys

Phe

Asn

Phe

100

Arg

Gly

val

Ser

Ala

180

Pro

Ile

Arg

Thx

val
Gln
Thr
Ser

85
G;y
Gly
Ser
Leu
165
Pro
Asp
Thr

Asp

Val
245

Arg
Asp
Ile

70
Leu
Asp
Thr
Ser
val
150
Arg
val
Arg
Gly
Ser

230

Leu

Gln

Gly

55

Ser

Arg

Ile

Met

Gly

135

Ala

Ser

Leu

Phe

Ala

215

Ser

Gly

Ala

40

Ser

Arg

Ala

Leu

val

120

Gly

Leu

Tyr

val

Ser

200

Gln

Gly

Pro
Glu
ASD
Glu
Thr
105
Thr
Gly
Gly
Tyr
val
185
Gly

Ala

Asn

Gly
Lys
Asn
Asp

90
Gly
val
Gly
Gln
Ala
170
Tyr
Ser

Glu

His

1722

Lys

Tyr

2la

75

Thr

Tyr

Ser

Ser

Thr

155

Ser

Ala

Ser.

Asp

Val
235

Gly
vr

60
Lys
Ala
His
Ser
Ser
140
Val
Trp
Lys
Ser
Glu

220

val

Leu Glu
45

vVal Asp

Asn Ser

val Tyr

Asp Ala
110

Gly Gly
125

Glu Leu

Arg Ile

Tyr Gln

Asn Lys

190

Gly Asn
205

Ala Asp

Phe Gly

Tep

Sexr

Leu

Tyr

95

Phe

Gly

Thr

Thr

Gln

175

Axg

Thr

Tyx

Gly

PCT/US02/36496

Val

val

Tyr

80

Cys

Asp

Gly -

Gln

Cys

160

Lys

Pro

Ala

Tyr

Gly
240
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<212> PRT
<213> Homo sapiens

<400> 1471
Gln Val Gln Leu Val

1

Ser
Trp
Gly
Pro

65
Leu
TyY
Tyr
Ser
Gln
145
Cys
Tyr

Ser

Gly

Leu

Met

Arg
50

val

TYyT
Cys
Trp
Gly
130
Pro
Thr
Gln
Lys

Asn
210

Arg

Ser

35

Ile

Lys

Leu

Thr

Gly

115

Gly

Ala

Gly

Gln

Arg
195

Thr

Leu
20

Trp

Lys

Gly

Gln

Thr

100

Arg

Gly

Ser

‘Thr

His
180

Pro

Ala

5

Ser

val

Ser

Arg

Met

85

Asp

Gly

Gly

val

Ser

165

Pro

Ser

Ser

Gln

Cys

Arg

Lys

Phe

70

Asn

val

Thr

Ser

Ser

150

Ser

Gly

Gly

Leu

Sér

Ala

Gln

Thr

55

Thr

Ser

Asp

Met

Gly

135

Gly

Asp

Lys

val

Gly

Ala

Ala

40

Asp

Ile

Leu

Asp

val

120

Gly

Ser

Ile

Ala

Ser

200

Thr

Ile

215 -

Gly

Pro

25

Pro

Gly

Ser

Lys

Ile

105

Thr

Gly

Pro

Gly

Pro

185

Asn

Ser

Gly

10
Gly
Gly
Gly
Arg
Thr

90
Leu
val
Gly
Gly
Gly
170
Lys

Arg

Gly

1723

Leu

Phe

Lys

Thr

Asp

75

Glu

Thr

Ser

Ser

Gln

155

Tyxr

Leu

Phe

Leu

val

Thr

Gly

Ala

60

Asp

Asp

Gly

Ser

Gln

140

Ser

Asn

Met

Ser

Gln
220

Lys

Phe

Leu

45

Asp

Ser

Thr

YT

Gly

125

Ser

Ile

TyY

Ile

Gly
205

Ala

Pro
Ser

30
Glu
Tyr
Lys
AsSp
Ser
110
Gly
vVal
Thr
val
Tyr
190

Ser

Glu

Gly

15
Asn
Trp
Ala
Asn
val

95
Trp
Gly
Leu
Ile
Ser
175
Glu

Lys

ASp

PCT/US02/36496

Gly

Ala

val:

Ala

‘Thr

80

Tyr

Asp

Gly

Thr

Ser

160

Trp

Gly

Ser

Glu
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Ala Asp ?yr Tyr Cys Ser Ser Tyr Thr Thr Arg Sexr Thr Arg Val Phe
225 230 . 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1472

<211> 248

<212> PRT

<213> Homo sapiens

<400> 1472 . ‘
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
.50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Met Glu Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Gly Tyr Phe
: 100 105 110

Asp Tyr Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

@ly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
.130 135 140

Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln Gln
165 , - 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
- 180 185 190

1724
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Pro Ser Gly Ile Pro

195

Ala Ser Leu Thr Ile
210

Tyr Cys Asn Ser Arg

225

Gly Thr Lys Leu Thr

<210>
<211>
<212>
<213>

<400>

245

1473

251

PRT .

Homo sapiens

1473

Gln Val Gln Leu Gln

1

5

Ser val Lys Val Ser

20

Thr Met His Trp Vval

35

Gly Trp Ile Asn Gly

50

Gln Gly Arg Val Thr

65

Met Glu Leu Ser Ser

85

Ala Arg Ala Ala Tyr

100

Asp Ile Trp Gly Gln

115

Gly Ser Gly Gly Gly
130

Asp

Thr

Asp

230

val

Gln

Cys

Arg

Gly

Ile

70

Leu

ASp

Gly

Gly

Arg
Gly
215

Ser

Leu

Ser

Lys

Gln

Ser

55

Thr

Gly

Pro

Thr

Ser
135

Phe Ser Gly Ser

200

Ala

Ser

Gly

Gly

Ala

Ala

40

Gly

Lys

Ser

Leu

Leu

120

Gly

Gln Ala

Gly Asn

Ala Glu
10

Ser Gly
25

Pro Gly
Asp Thr
Asp Thr
Glu Asp

90

Thr Gly
105

vVal Thr

Gly Gly

1725

Glu

His
235

val

TyY

Gln

Lys

Ser

75

Thx

TYyr

val

Gly

Ser

Asp

220

val

Lys

Thr

Gly

Tyrxr

60

Ala

Ala

Ser

Ser

Ser
140

Ser
205

Glu

val

Lys

Phe

Pro

45

Ser

Ser

Leu

Phe

Ser

125

Gln

Gly

AlaA

Phe

Pro

Thr

30

Glu

Arg

Ala

Tyxr

ASp

110

Gly

Ser

PCT/US02/36496

Asn Thr

Asp Tyr

Gly Gly
240

Gly Ala
15

Lys Tyr
Trp Met
Lys Phe
Ala Tyr

80
Tyr Cys

95

Gly Phe

Gly Gly

val Leu
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Thr Gln Pro
145 :

Ser Cys Thr

Trp Tyr Gln

Gly Serx ﬁys

195

Ser Gly Asn
210

Glu Ala Asp
225 .

Phe Gly Gly

<210> 1474
<211> 250
<212> PRT

Ala

Gly

Gln

180

Arg

Thr

Tyr

Gly

Ser

Thr

165

His

Pro

Ala

Tyr

Thr
245

<213> Homo sapiens

<400> 1474
Glu Val Gln
1

Ser Leu Arg

Gly Ile Ser
35

Gly Trp Ile
50

Gln Gly Arg
65

Met Glu Leu

Ala Arg Asp

Leu

Leu

20

Trp

sSer

Ala

Arg

Met

100

val

5

Ser

val

Gly

Thr

Gly
85

His

val

150

Ser

Pro

Ser

Ser

Cys
230

Lys

Glu

Cys

Arg

TYyY

Met

70

Leu

Tyr

Ser

Ser

Gly

Gly

Leu

215

Ser

Leu

Ser

Lys

Gln

Asn

55

Thr

Arg

Asp

Gly

Asp

Lys

val

200

Thr

Ser

Thr

Gly

Gly

Ala

40

Gly

Thr

Ser

Tle

Ser
val
Ala
185
Ser
Tle

TYY

val

Gly
Ser

25
Pro
Asn
Asp

Asp

Leu
105

Pro

Gly

170

Pro

Asn

Ser

Thr

Leu
250

Gly

Gly

Gly

Thr

Thr

Asp
90

Thr

1726

Gly
155
Gly
Lys
Arg
Gly
Thr
235

Gly

val
Tyx
Gln
Asn
Ser

75

Thr

Gly

Gln

His

Leu

Phe

Leu

220

Arg

val

Ser

Gly

Tyx

60

Thr

Ala

YT

Ser

Asn

Met

Ser

205

Gln

Ser

Gln

Phe

Leu

45

Ala

Ser

Val

Tyr

Ile

Tyr

Ile

180

Gly

Ala

Thr

Pro

Ser

30

Glu

Gln

Thr

Tvr

Thr
110

Thr
Val
175
Tvr
Ser

Lys

Arg

Gly

15
Arg
Trp
Asn

Ala

Tyr
95

Gly
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Ile

160

Ser

Glu

Lys

AsSp

Val
240

Arg

TyY

Met

Phe

TyY

80

Cys

Leu



WO 03/055979

Ala Phe Asp Met Trp Gly
115

Gly Gly Gly Ser Gly Gly
130

Leu Thr Gln Asp Pro Ala
145 ) 150

~ Ile Thr Cys Gln Gly Asp
165

Gln Gln Lys Pro Gly Gln
180

Asn Arg Pro. Ser Gly Ile
195

Asn Thr Ala Ser Leu Thr
210

Asp Tyr Tyr Cys Asn Ser
225 230

Gly Gly Gly Thr Lys Leu
245

<210> 1475

<21l> 252

<212> PRT

<213> Homo sapiens

<220>

<221> Site

<222> (27)

<223> Xaa equals any of

<220>

<221> Site

<222> (30)

<223> Xaa equals any.of

<400> 1475
Gln val Gln Leu Gly ala
1 5

Ser Ser Val Lys Val Ser
20

Aryg

Gly

135

val

Ser

Ala

Pro
Ile
215

Arg

Thr

the

the

vVal

Cys

Gly Thr Met Val Thr
120

Gly Ser Gly Gly Gly
140

Ser Val Ala Leu Gly
. 155

Leu Arg Ser Tyr Tyr
170

Pro Val Leu Val Thr
185

Asp Arg Phe Ser Gly
200

Thr Gly Ala Gln Ala
220

Asp Ser Ser Gly Asn
235

Val Leu Gly
250

naturally occurring

naturally occurring

Leu Gly Ala Lys Val
10

Arg Ala Ser Xaa Gly
25

1727

Val

125

Gly

Gln

Ala

Tyr

Ser

205

Glu

His

Ser

Ser

Thr

Ser

Gly

190

Ser

ASp

Val

L-amino

L-amino

Lys

Thr

Lys

Xaa
30

PCT/US02/36496

Ser Gly
Ser Glu
val Arg
160
Trp Tyr
175
Lys Asn
Ser Gly

Glu ala

Val Phe
240

acids

acids

Pro Gly

Arg Gly
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YL

Met

Phe

65

Tyr

Cys

Phe

Gly

Ser

145

Val

Trp

Gln

Ser

Glu

225

vVal

Thx
Gly

50
Gln
Leu
Ala
His
Gly
130
Glu
Thr
Tyr
Asn
Gly
210

Gly

Phe

val

35

Arg

Gly

Asp

Arg

Pro

115

Ser

Leu

Ile

Gln

Asn

195

Asn

vVal

Gly

<210> 1476
<211> 248

Asn

Ile

Arg

Leu

Gly

100

Trp

Gly

Thr

Thr

Gln

180

Arg

Thr

Tyr

Gly

Trp

Asn

val

Sexr

85

Giy

Gly

Gly

Gln

Cys
165

Lys

Pro

Ala

Gly
245

val

Pro

Thr

70

Ser

Tvr

Gln

Gly

Asp

150

Gln

.Pro

Ser

Ser

Cys

230

Thr

Met

55

Ile

Leu

Asp

Gly

Gly

135

Pro

Gly

Gly

Gly

Leu

215

Asn

Lys

Gln

40

Ser

Thr

Arg

Ile

Thr

120

Ser

Ala

Asp

Gln

Ile

200

Thxr

Ser

val

Ala
Asn
Ala
Ser
Leu
105
Leu
Gly
val
Ser
Ala
185
Pro
Ile

Arg

Thr

1728

Pro

Gly

Asp

Glu

90

Thr

val

Gly

Ser

vVal

170

Pro

Asp

Thr

Asp

val
250

Gly

Ala

Lys

75

Asp

Gln

Thr

Gly

val

155

Arg

Leu

Arg

Gly

Ser

235

Leu

Gln

Asn

60

Ser

Thr

Iyr

val

Gly

140

Ala

Asn

Leu

Phe

Ala

220

Ser

Gly

Gly

45

Tyr

Thr

Ala

Pro

Ser

125

Ser

Leu

Phe

val

Ser

205

Gln

Thr

Leu

Ala

Ser

Met

aAla

110

Ser

Ala

Gly

Tyr

Ile

190

Gly

Ala

Asn

Glu

Gln

Thr

Tyr

95

Glu

Gly

Leu

Giln

Ala

175

yvr

Ser

Glu

Pro
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Trp
Lys
Ala

80
Tyr
Phe
Gly
Ser
Thr
160
Ser
Gly
Arg

Asp

val
240
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<212> PRF
<213> Homo sapiens

<400> 1476
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Ser Ser
20 25 30

Gly Ile Ser Trp Val Arg Glan Ala Pro Gly Gln Gly Leu Glu Trp Leu
35 40 45.

Gly Gly Ile Ile Pro Ile Ser Asn Ser Pro Val Tyr Ala Gln Lys Phe

Gln Asp Arg Val Thr Ile Thr Ala Asp Arg Leu Thr Thr Thr Ala Phe
65 | 70 - 75 80

Leu Glu Leu Thr Gly Leu Lys His Glu Asp Thr Ala Val Tyr Tyr Cys
- 85 90 , 95

Ala Arg Asp Phe Gly Val Ile Gly Asp Tyr Arg Pro Phe Asp Tyr Trp
100 105 110

Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly.Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro
130 135 140

Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr
145 150 - - 155 160

Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln
165 170 175

Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys
180 185 190

Arg Pro Ser Gly Vval Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn
195 200 : 205

Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp
210 215 220 -
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‘Tyr Tyr pys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly
225 230 . 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1477
<211l> 245
<212> PRT
<213> Homo sapiens

<400> 1477
Gly Vval Gln Leu Val Gln Ser Gly Ala Glu Leu Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Ser Ser Phe Ser Asp Tyr
20 25 .30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Glu Thr Val Pro Ile Leu Gly Thr Gln Thr Tyr Ala Gln Lys Phe
50 55 : 60

¢ln Gly Arg Val Thr Ile Ser Ala Asp Glu Leu Thr Arg Thr Thr Phe
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Lys Ser Ser Asn Pro Val Tyr Gly Leu Asp Val Trp Gly Arg Gly
100 105 110

Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser ala
130 135 140

Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser Ser
145 . 150 155 160

Ser Asn Ile Gly Ser Asn Thr Val Asn Trp Tyr Gln Arg Leu Pro Gly
165 170 175

Ala Ala Pro Gln Leu Leu Ile Tyr Asn Asn Asp Gln Arg Pro Ser Gly
180 185 ’ 190

1730



WO 03/055979

Tle

Val

1

Pro Asp Arg
195

Ile Ser Gly
210

Phe

Leu

Ser

Gly
245

Gln
5

Ser

Ser Trp Asp Asp

225

Leu Thr val Leu

<210> 1478

<211> 251

<212> PRT

<213> Homo sapiens

<400> 1478

Gln Val Gln Leu
1

Ser Val Lys val

Thr

Gly

Gln

65

Met

Ala

ASp

Gly

20

Met His Trp
35

Trp Ile Asn
50

Gly Arg val

Glu Leu Ser

Arg Ala Thr
100

Ile Trp Gly
115

Ser Gly Gly
130

val

Gly

Thr

Ser

85

Tyr

Gln

Gly

Ser

Gln

Leu
230

Gln

Cys

Arg

Gly

Ile

70

Leu

ASD

Gly

Gly

Gly

Ser

215

Asn

Ser

Lys

Gln

Ser

55

Thr

Gly

Pro

Thr

Ser
135

Ser
200

Glu

Gly

Gly

Ala

Ala

40

Gly

Lys

Ser

Leu

Met

‘120

Gly

Lys Ser Gly

Asp Glu Ala

Arg

Ala

Ser

25

Ser

Asp

Asp

Glu

Thr

105

val

Gly

1731

Val

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Gly

Thr

Gly

Phe
235

vVal

Tyr

Gln

Lys

Ser

75

Thr

Tyr

val

Gly

Thr
Asp

220

Gly

Lys
Thr
Gly
Tyr

60
Ala
Ala
Ser

Ser

Ser
140

Ser
205

Tyr

Gly

Lys
Phe
Pro

45
Ser
Ser
Leu
Phe
Ser

125

Gln

Gly Ser

Tyr Cys

Gly Thr

Pro Gly
15

Thr Lys
30

Glu Trp
Arg Lys
Ala Ala
Tyr Tyr

95

Asp Gly
110

Gly Gly

Ser val
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Leu

Ala

Lys
240

Ala
Tyr
Met
Phe
Tyr

80
Cys
Phe

Gly

Leu
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Thr

145

Ser

Trp

Gly

Ser

- Glu

225

Phe

<210>
<211>
<212>
<213>

Gln

Cys

Tyr

Ser

Gly

210

Ala

Gly

Pro

Thr

Gln

Lys

195

Asn

Asp

Gly

1479
251
PRT
Homo sapilens

<400> 1479
Gln Val Gln Leu Val

1

Ser

Thr

Gly

Gln

65

Met

Ala

val

Met

Trp

50

Gly

Glu

Arg

Ala

Gly

)

Ser Val

Thr

. 165

Gln

180

Arg

Thr

YT

Gly

His

Pro

Ala

Tyr

Thr
245

5

!
Lys Val Ser

20

Hig Trp Val

35

Ile Asn Gly

Arg Val Thr

Leu Ser Ser

85

Ala Thr Tvyr

100

150

Ser
Pro
Ser
Ser
Cys
2;0

Lys

Gln
Cys
Arg
Gly
Ile

70

Leu

Asp

Sexr

Ser

Gly

Gly

Leu

215

Ser

Leu

Ser

Lys

Gln

ser

55

Thr

Gly

Pro

Gly
Asp
Lys
val
200
Thxr

Ser

Thr

Gly
Ala
Ala

40
Gly
Lys

Ser

Leu

Ser

val

aAla

185

Ser

Ile

Tyr

val

Ala

Ser

25

Pro

Asp

Asp

Glu

Thr
105

Pro

Gly

170

Pro

Asn

Ser

Thr

Leu
250

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Gly

1732

Gly

155

Gly

Lys

Arg

Gly

Thr

235

Gly

val

Tyr

Gln

Lys

Ser

75

Thr

Tyr

Glin

Tyxr

Leu

Phe

Leu

220

Arg

Lys

Thr

Gly

Tyr

60

Ala

Ala

Ser

Ser

Asn

Met

Ser

205

Gln

Ser

Lys

Phe

Pro

45

Ser

Ser

Leu

Phe

Ile

TyTr

Ile

190

Gly

Ala

Thr

Pro

Thr

30

Glu

Arg

Ala

Tyr

Asp
110

Thr
vVal
175
Tyr
Ser

Glu

Arg

Gly

15
Lys
Trp

Lys

Ala

Ty

95

Gly
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Ile

160

Ser

Glu

Lys

Asp

val
240

Ala

TyY

Met

Phe

Tyr

80

Cys

Phe
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Asp Ile Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Glun Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
- 180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Glan Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 1480
<211> 250
<212> PRT .o
<213> Homo sapiens

<400> 1480
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Thr Ser Gly Tyr Ser Phe Asp Asn Tyr
20 25 . 30

Gly Ile Thr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Asp Gly Asp Arg Asn Tyr Ala Gln Lys Leu
50 55 60

1733 -



WO 03/055979

Arg Gly grg

65

Met Glu Leu

Ala Arg Asp

Gln His Trp

115

Gly Ser Gly
130

Lieu Thr Gln

145

Ile Thr Cys

Gln Gln Lys

Lys Arg Pro

195

Asn Thr Ala
210 -

Asp Tyr Ser

225

Gly Gly Gly

<210>
<211>
<212>
<213>

<400>

1481
259
PRT

val

Arg

Asp

100

Gly

Gly

Pro

Ser

Pro

180

Ser

Thr

Cys

Thr

Thr
Ser

85
Arg
Lys
Gly
Pro
Gly
165
Gly
Gly
Leu

Gln

Lys

245

Homo sapiens

1481

Met

70

Leu

Asp

Gly

Gly

Ser

150

His

Gln

Ile

Thr

Thr

230

Leu

Thr

Arg

Ile

Thr

Ser

135

val

Asn

Sexr

Pro

Ile

215

Trp

Thr

Thr
Pro
Leu
Leu
120
Gly
Ser
Leu
Pro
Glu
200
Ser

Asp

Val

Asp

Asp

Thr

105

val

Gly

val

Gly

val

185

Arg

Gly

Gly

Leu

Thr

ASp

90

Asn

Thr

Gly

Ser

Asp

170

Leu

Phe

Thr

Ser

Gly
250

Ser

75

Thr

Ve

val

Gly

Pro

155

Lys

val

Ser

Gln

Thr
235

Thr

Ala

Tyr

Ser

Ser

140

Gly

Tyxr

Ile

Gly

Ala

220

Ser

Ser
vVal
Leu
Ser
125
aAla
Gln
val
TyY
Ser
205

Met

Ser

Thr

Tyr

Glu

110

Gly

Gln

Thr

Ser

Gln

190

Asn

Asp

Val
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Ala Tyr
80

Tyr Cys
95

Tyr Phe
Gly Gly

Ser Val

Ala Ser
160

Trp Tyr
175

Asp Thr
Ser Gly

Glu Ala

Val'Phe
240

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1

5

10

15

Ser Val Lys Val Ser Cys Arg Val Ser Gly Gly Ser Phe Thr Asp Asp

20

25
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. Ser

Gly

Arg

65

Leu

Ala

Ser

val

Gly

145

Pro

Gly

Lys

Gly
225

ASD

val

Ile

Gly

50

Asp

Glu

Arg

Tyxr

Ser

130

Ser

Gly

Gly

Leu

Phe

210

Leu

Ser

Leu

Asn

35

Thr

Arg

Leu

ser

His

115

Ser

Ala

Gln

His

Leu

195

Ser

Gln

Leu

Gly

Trp

Ile

val

Thr

Ser

100

Ser

Gly

Gln

Lys

Thr

180

Ile

Gly

Ser

Asn

Leu

Pro

Thr

Ser

85

Pro

Ala

Gly

Ser

val

165

Val

Phe

Ser

Glu

Gly
245

Arg

Leu

Ile

70

Leu

Pro

Met

Gly

val

150

Thr

Asn

Ser

Lys

ASD

230

His

Gln

Ala

55

Thr

Arg

Lys

Asp

Gly

135

Leu

Ile

Trp

Asn

Ser

215

Glu

Trp

Ala

40

Asn

Ala

Sexr

Trp

val

120

Ser

Thr

Ser

Tyr

Asn

200

Gly

Ala

val

Pro

Arg

Asp

Asp

YL
105

Trp-

Gly
Gln
Cys
Gln
185
Gln
Thr

Asp

Phe

Gly

Ala

Glu

ASD

90

Asp

Gly

Gly

Pro

Ser

170

Gln

Arg

Ser

Tyr

Gly
250

1735

Gln

Asn

Leu

75

Thr

Ala

Arg

Gly

Pro

155

Gly

Phe

Pro

Ala

Tyr

235

Gly

Gly

Tyr

60

Thr

Ala

Leu

Gly

Gly

140

ser

Ser

Pro

Ser

Ser

220

Cys

Gly

Leu
45

Ala

Ala

Leu

Thr

ThHr

125

Ser

Ala

Ser

Gly

Gly

205

Leu

Ala

Thr

Glu

Gln

Thr

Tyr

Gly

110

Leu

Gly

Ser

Ser

Thr

190

Val

Ala

Ala

Lys

Trp

Lys

val

oo

95

ASD

val

Gly

Gly

Asn

175

Ala

Pro

Ile

Trp

Leu
255
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val

Phe-

Phe

80

Cys

Ser

Thr

Gly

Thr

160

Ile

Pro

Ala

Ser

ASp

240

Thr
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3

<210> 1482

<211> 253

<212> PRT

<213> Homo sapiens

<400> 1482
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Leu Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Val Pro Ile Leu Gly Arg Thr Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Tle Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Asp Lys Thr Leu Gly Asp Gln Leu Val Glu Ala Tyr Tyr Tyr
100 105 110

Asp Gly Met Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 - 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala
130 . 135 140

Leu Ser Ser Glu Leu Thr Gln Asp Pro Thr val Ser Val Ala Leu Gly
145 150 155 160

Gln Thr val Arg Ile Thr Cys Gln Gly Asp Ser Leu Thr Thr Tyr Tyr
165 170 ) 175

Gly Ser Trp Tyr Gln His Lys Pro Gly Gln Ala Pro Val Leu Val Ile
180 _ 185 190

Phe Gly Asn Asn Asn Arg Pro Ser Arg Ile Pro Asp Arg FPhe Ser Gly
195 200 205

1736
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Ser Aré Ser Gly Asn
210 °

Glu Asp Glu Ala Asp
225

Asp Val Phe Gly Gly
245

<210> 1483
<211> 255
<212> PRT
<213> Homo sapiens

<400> 1483
Glu val Gln Leu Vval
1 . 5

Ser Val Lys Val Ser
20

Thr Phe Ala Trp Val
35

Gly Gly Ile Ile Pro
50

Gln Gly Arg Val Thr
65

Met Glu Leu Ser Ser
85

Ala Lys Leu Gly Arg
100

Tyr Asn Met Asp Val
115

Gly Gly Gly Gly Ser
130

Leu Ser Ser Glu Leu

145

Gln Thr Val Arg'Ile
’ 165

Thr

Tyr

Ala
215

Yyr

230

Gly

Gln

Cys

Arg

Met

Ile

70

Leu

Thr

Trp.

Gly

Thr
150

Thr

Thr

Ser

Lys

Gln

Phe

55

Thr

Arg

Ser

Gly

Gly

135

Gln

Cys

Ser Leu Thr

Cys His Ser

Lys Leu Thr

Gly

ala

Ala

40

Asp

Ala

Ser

Arg

Arg

120

Gly

Asp

Gln

Ala

Ser

25

Pro

Thr

Asp

Glu

Asp

105

Gly

Gly

Pro

Gly

250

Glu

10
Gly
Gly
Ala
Glu
ASDp

90
Leu
Thr
Ser

Ala

Asp
170

1737

Ile

Arg

235

val

val

Gly

Gln

val

Ser

75

Thr

Leu

Leu

Gly

Val
155

Ser

Thr
220

Asp

Leu

Lys
Thr
Gly
TYyY

60
Thr
Ala
Thr
val
Gly
1490

Ser

Leu
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Gly Ala Gln Ala

Asn Ser Asp Asn

Gly

Asn

Phe

Leu

45

Ala

Ser

val

Gly

Thr

125

Gly

Val

Arg

Pro

Arg

30

Glu

Gln

Thr

Tyr

TYyY

110

val

Gly

Ala

Gly

Gly

15

Ser

Trp

Lys

Ala

TYTr

His

Ser

Ser

Leu

Ser
175

240

ser

His

Met

Phe

Ser

80

Cys

Phe

Ser

Ala

Gly

160

Tvr
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Ala Asn Trp Tyr Arg Gln Lys Pro Gly Gln Ala Pro Val Leu Val Met
180 185 190

Tyr Gly Arg Asn Asn Arg Pro Ser Gly Ile Pro Asp Arxrg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn
225 230 235 240

Pro Asp Val Val Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly
245 . 250 . 255

<210> 1484

<211> 250

<212> PRT

<213> Home sapilens

<400> 1484
Gln val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

‘Ser Val Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Phe Ser Ser Tyr
20 25 30

Gly Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Arg Val val Pro Gly Phe Glu Thr Thr Asn Tyr Ser Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Lys Trp Thr Ala Thr Ser Tyr
65 70 75 80

Met Glu Leu Asn Gly Leu Arg Ser Glu Asp Thr Ala Ile Tyr Tyr Cys
85 90 95

Ala Arg Asp Asp Tyr Asp Ile Leu Thr Gly Ser Leu Tyr Tyr Phe Asp
100 105 ) 110 )

Ser Trp Gly Arg Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly Gly
115 120 125
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Ser

Leu

145

Tle

Gln

Asn

Asn

Asp

225

Gly

<210>
<211>
<212>
<213>

<400>

Gly
130
Thr
Thr
Gln
Arg
Thr
210

TyTY

Gly

Gly

Gln

Cys

Lys

Pro

195

Ala

Tyr

Gly

1485
259
PRT
Homo sapiens

1485

Gly

AsSp

Gln

Pro

180

Leu

Ser‘

Cys

Thr

Glu val Gln Leu

1

Ser Val Lys Val

20

Asp Ile Asn Trp

35

Gly Trp Val Asn

50

Glu Gly Arg Vval

65

Met Glu Leu Ser

Gly

Pro

Gly

165

Gly

Gly

Leu

Ser

Lys
245

val

5
Ser
val
Pro

Ser

Ser
85

Ser’

Gly

- 135

Ala

150

AsSp

Gln

Ile

Thr

Ser

230

val

Gln

Cys

Arg

Ser

Met

70

Leu

vVal
Asn
Ala
Pro
Ile
215

Arg

Thr

Ser
Glu
Arg
Ser

55

Thr

Thr

Gly

Ser

Leu

Pro

Gly
val
Arg

vVal

- 185

Asp
200
Ser

Asp

val

Gly
Ala
Ala

40
Gly

Thr

Ser

Arg

Gly

Tvr

Leu

Ala

Ser

25

Thr

Asn

Asn

Glu

Gly

Ala

Thr

170

Leu

Phe

ala’

Ser

Gly
250

Glu

10

Ala

Gly

Ala

Ile

Asp
90

1739

Sexr

Leu

155

Tyr

vVal

Ser

Gln

Gly
235

Val

Glu

Gln

Gly

Pro

75

Thr

Ala

140

Gly

Pro

Ile

Gly

Ala

220

Asn

Lys

Leu

Gly

Tyr

60

Lys

Ala

Leu

Gln

Pro

Tyr

Phe

205

Glu

Gln

Lys

Phe

Leu

45

Ala

Lys

Asp

Ser

Thr

Thr

Gly

190

Asn

AsSp

val

Pro

Ala

30

Glu

Glu

Thr

Tyr

Ser

val

Trp

175

Lys

Ser

‘Glu

Ile

Gly

15

ser

Trp

Lys

Val

Tyr

95
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Glu

Arg

160

Tyr

Asn

Gly

Ala

Phe
240

Ala

Ser

Met

Phe

fyr

80

Cys
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Ala Arg Gly Thr Gly Tyr Asp Ile Leu Thr Gly Tyr Tyr Met Gly Ser
100 105 110

Ala Phe Asp Gln Trp Gly Gln Gly Thr Leu Val Thr val Ser Sexr Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Glvy Ser Gly Gly Gly Gly Ser Ala Gln
130 135 . 140

2la val Leu Thr Gln Pro Ser Ser Leu Ser Ala Ser Pro Gly Ala Ser
145 150 155 160

Ala Ser Leu Thr Cys Thr Leu Arg Ser Asp Ile Asn Leu Glu Thr Ser
165 170 175

Arg Ile Tyr Trp Phe Gln Gln Lys Pro Gly Ser Pro Pro Arg Tyr Leu
180 185 190

Leu Arg Tyr Gln Ser Asp Ser Asp Asn His Leu Asp Ser Gly Val Pro
195 200 : 205

Ser Arg Phe Ser Gly Ser Lys Asp Ala Ser Ala Asn Ala Gly Ile Leu
210 215 220

Leu Ile Ser Gly Val Gln Ser Glu Asp Glu Ala Asp Tyr His Cys Met
225 . 230 235 240

Ile Trp His Ser Gly Gly Ser Val pPhe Gly Gly Gly Thr Lys Leu Thr
245 : 250 255

Val Leu Gly

<210> 1486
<211> 250
<212> PRT
<213> Homo sapiens

H

<220>

<221> Site

<222> (52)

<223> Xaa equals any of the naturally occurring L-amino acids
<220> |

<221> Site

<222> (84)

<223> Xaa equals any of the naturally occurring L-amino acids
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<400> 1486 .
Gln Met Gln Leu Val Gln Ser Gly Gly Gly Leu Ile Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Lys Ala Ser Gly Leu Thr Phe Asn Ser His
20 25 30

Trp Met Ser Trp Val Arg Gln Gly Pro Gly Lys Gly Leu Glu Trp Leu
'35 40 45

Ala Asn Ile Xaa Gln Asp Gly Ser Glu Lys Tyr Tyr Met Asp Ser Val
50 55 60

Lys ‘Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gln Met Xaa Ser Leu Arg Ala Glu As5p Thr Ala Val Tyr Tyr Cys
g 85 90 95

Val Arg Asp Arg Ala Asp Ile Leu Thr Gly Tyr Asn Asp Ala Phe Asp
100 105 110

Ile Trp Gly Arg Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Ser Glu
130 135~ 140

Leu Thr Gln Asp Pro Ala Met Ser Val Ala Leu Gly Gln Thr val Trp
145 150 155 160

Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Ser Tyr Ala Ser Trp Tyr
165 - 170 175

Gln Gln Lys Pro Gly Gin Ala Pro Val Leu Val Met Tyr Ala Lys Asn
180 185 . 190

Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly
195 ] 200 - 205

Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu 2la
210 215 ‘ 220

Asp Tyr Tyvr Cys ASp Ser Arg Asp Ser Ser Arg His His Val Met Phe
225 230 235 240
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Gly Gly Gly Thr Lys Leu Thr vVal Leu Gly

245 250
<210> 1487
<211> 251
<212> PRT
<213> Homo sapiens
<400> 1487
@lu Val Gln TLeu Val Gln Ser Gly Pro Glu val Lys Lys Pro Gly Ser

1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Phe Asn Trp Val Arg Arg Ala Pro Gly Gln Gly Leu Glu Trp Leu
35 40 45

Gly Ser Ile Val Pro Val Phe Asn Thr Iiys Thr Phe Ala Arg Lys Phe
50 55 60

Gln Gly Arg val Thr Leu Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 80

Leu Glu Leu Ser Asn Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Ser Arg Tyr Gly Asp Pro Phe Tyr Tyr Tyr Tyr Tyr Met Asn Val
100 105 110

Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val Leu Thr
130 - 135 140

Gln Pro Pro Ser val Ser Gly Ala Pro Gly Gln Arg val Thr Ile Ser
145 150 155 160

Cys Thr Gly S'ér Ser Ser Asn Ile Gly Ala Gly Tyr Asp Val His Trp
165 170 175

Tyr Gln Gln Leu Pro Gly Ala Ala Pro Iys Leu Leu Ile His Thr Asn
180 185 ) 190
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Thr Asn Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Arg Ser Leu Ser Ala Trp Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1488
<211> 253
<212> PRT
- <213> Homo sapilens

~ <400> 1488
Glu val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 : 10 15

Ser val Lys Val Ser Cys Glu Ala Ser Ala Glu Leu Phe Ala Ser Ser
20 25 30

Asp Ile Asn Trp Val Arg Arg Ala Thr Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Val Asn Pro Ser Ser Gly Asn Ala Gly Tyr Ala Glu Lys Phe
50 55 ‘ . 60

Glu Gly Arg Val Ser Met Thr Thr Asn Ile Pro Lys Lys Thr Val Tyr
65 70 75 - 80

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Thr Gly Tyr Asp Ile Leu Thr Gly Tyr Tyr Met Gly Ser
100 105 110

Ala Phe Asp Gln Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Glnyly Gly Ser Gly Gly Gly Gly Sér Ala Leu
130 135 140

Ser Tyr Val Leu Thr Gln Pro Pro Ser Val Ser VvVal Ser Pro Gly Gln
145 150 . 155 160
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Thr

. Phe

Gln

Asn

Asp

225

Ala

<210>
<211>
<212>
<213>

Ala

TYp

Asp

Ala

210

Glu

Leu

Ser

YT

Asn

195

Gly

Ala

Phe

1489
254
PRT
Homo sapiens

<400> 1489
Gln Leu Gln Leu Gln

1

Ser

Ser

Gly

Gln

65

Met

Ala

val

Leu

Txp

50

Gly

Glu

Arg

Lys

Gln

180

Lys

Asn

val

Gly

val
20

Thr

165

Gln

Arg

Thr

YT

Gly
245

5

Ser

.His Trp Val

35

Ile

Arg

Asn

val

Leu Ser

val

Ser
100

Pro

Thr

Arg

85

Asn

Cys

Arg

Pro

Ala

TYyT

230

Gly

Glu

Cys

Arg

Lys

Met

70

Leu

Asp

Ser

Pro

Ser

Thr

215

cys

Thr

Ser

Lys

Gln’

Ser

55

Thr

Arg

ITle

Gly

Gly

Gly

200

Leu

Gln

Lys

Gly

Ala

Ala

40

Gly

Arg

Ser

Leu

Asp
Gln
185
Ile
Thr

Thr

Leu

Ala
Ser

25
Pro
Ala
Asp

Asp

Thr
105

Lys

170

Ser

Pro

Ile

Trp

Thr
250

Gly

Gly

Thr

Thr

Asp

90

Gly

1744

Leu

Pro

Glu

Ser

AsD

235

val

val

Tyr

Gln

Asn

Ser

75

Thr

Trp

Arg

Ala

Arg

Gly

220

Ser

Leu

Lys

Thr

Gly

Ser

60

Ile

Ala

Gly

Asn

Leu

Phe

205

Thr

Ser

Gly

Lys

Phe

Leu

45

Ala

Ser

val

Gly

Lys
Ile
190
Ser

Leu

Ala

Pro
Ser

30
Glu
Gln
Thr

Tyxr

Tyxr
110

Tyr

175

Ile

Gly

Ala

Gly

Gly

15

Asp

Trp

Lys

val

Tyr
g5

Asn

PCT/US02/36496

Ala

Tyr

Ser

Met

Asn
240

Ala

Tyr

Met

Phe

Tvyr

80

Cys

Trp
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Phe Asp Pro
115

Gly Gly Ser
130

Val Leu Thr
145

Thr Ile Ser
val His Trp

Phe Asn Asn
195

Ser Lys Ser
210

Glu Asp Glu
225

Gly val val’

<210> 1490
<211> 253
<212> PRT

Trp

Gly

Gln

Cys

Tyr

180

Ser

Gly

aAla

Phe

Gly

Gly

Pro

Thx

165

Gln

Gly

Thr

Asp

Gly
245

<213> Homo sapiens

<400> 1450

Gln val Gln Leu Val

1

5

Ser Val Lys Val Ser

20

Asp Ile Asn Trp Val

35

Gly Trp Val Asn Pro

50

Glu Gly Arg Val Ser

65

Arg

Gly

Pro

150

Gly

Gln

Arg

Ser

Tyr

230

Gly

Gln

Cys

Arg

Ser

Met
70

Gly

Gly

135

Ser

Ser

val

Pro

Ala

215

Tyr

Gly

Ser

Glu

Gln

Ser

55

Thr

Thr

120

Ser

vVal

Ser

Ser

200

Ser

Cys

Thr

Gly

Ala

Ala

40

Gly

Thr

Leu

Gly

Ser

Ser

Gly

185

Gly

Leu

Gln

Lys

Ala

Ser

25

Thr

Asn

Asn

val
Gly
Gly
Asn
170
Thr
val
Ala

Ser

val
250

Glu

10
Ala
Gly

Ala

Ile

1745

Thr

Gly

Ala

155

Ile

Ala

Pro

Ile

Tyr

235

Thr

val

Glu

Gln

Gly

Pro
75

val

Gly

140

Pro

Gly

Pro

Asp

Thr

220

AsSp

Val

Lys

Leu

Gly

Tyxr

60

Lys

Ser

125

Ser

Gly

Ala

Lys

Arg

205

Gly

Ser

Leu

Lys

Phe

Leu

45

Ala

Lys

Ser

Ala

Gln

Gly

Leu

190

Tyr

Leu

Ser

Gly

Pro

Ala

30

Glu

Glu

Thr

Gly
Gln
Arg
yr
175
Leu
Ser
Gln

Leu

Gly
15

Ser

Trp

Lys

val

PCT/US02/36496

Gly

Ser

val

160

Asp

Ile

Gly

Ala

Ser
240

Ala

Ser

Met

Phe

Tyr
80
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Met Glu Leu

Ala Arg Gly

Ala Phe Asp

115

Gly Gly Gly
130

Ser Ser Glu

145

Thr val Arg

Ser Trp Tyr

Gly Lys Thr

185

Arg Ser Gly
210

Asp Glu Ala

225

Val val Phe

<210>
<211>
<212>
<213>

<400>

1491
244
PRT

Ser

Thr

100

Gln

Ser

Leu

Ile

Gln

180

Asn

Asn

Asp

Gly

Ser

85

Gly

Trp

Gly

Thr

Thr

165

Gln

Arg

Thr

Tyxr

Gly
245

Home sapiens

1491

Leu Thr

Tyr Asp

Gly Lys

Gly Gly
135

Gln Asp
150

Cys Gln

Lys Pro

Pro Ser

Ala Ser
215

Tyr Cys
230

Gly Thr

Ser

Ile

Gly

120

Gly

Pro

Gly

Gly

Gly

200

Leu

ser

Lys

Glu
Leu
105
Thr
Ser
Ala
Asp
Gln
185
Ile
Thr

Ser

Leu

Asp

90

Thr

Met

Gly

val

Ser

170

Ala

Pro

Ile

Arg

Thr
250

Thr

Gly

Val

Gly

Ser

155

Leu

Pro

Asp

Thr

Asp

235

val

Ala
Tyr
Thr
Gly
140
val
Arg
Leu
Arg
Gly
220

Ser

Leu

Val

Tyr

val

125

Gly

Ala

Asn

Leu

Phe

205

Ala

Ser

Gly

Tyr

Met

110

Ser

Ser

Leu

Tyr

Tle

190

Ser

Gln

Gly

vyr

Gly

Ser

Ala

Gly

Phe

175

Ile

Gly

Ala

Asn

PCT/US02/36496

Cys

Ser

Gly

Leu

Gln

160

Ala

Tyr

Ser

Lys

His
240

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1

5

10

15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Val Ser Ser Arg

20

25

1746

30
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Thr

Gly

Gln

65

Met

Ala

val

Gly

Gly

145

Asn

Ala

Pro

Tle

Trp

225

Thr

I l.e

Gly

50

Gly

Glu

Arg

Thr

Gly

130

Thr

Ile

Pro

Asp

Ser

210

Asp

val

Sexr
35

Ser

Arg

Lew

Asp
val
115
Gly
Pro
Gly
Lys
Arg
1985
Gly

Asp

Leu

<210> 1492
<211> 247
<212> PRT
<213> Homo sapiens

Trp

Leu

Val

Arg

Gln

100

Ser

Ser

Gly

Ser

val

Pro

Ala

Ser

85

Gly

Ser

Ala

Gln

Asn

. 165

Leu

180

Phe

Leu

Ser

Gly

Leu

Ser

Arg

Leu

Arg

Pro

Ile

70

Leu

Arg

Gly

Gln

Arg

150

Tyr

Ile

Gly

Ser

Ser
230

Gln

Ser

55

Thr

Lys

Tyr

Gly

Ser

135

Val

val

Asn

Ser

Glu

215

Gly

Ala

40

Gly

Ala

Ser

Leu

Gly.

120

val

Thr

Tyr

Arg

Lys

200

Asp

Tyr

Pro

Ala

ASp

Asp

ASp

105

Gly

Leu

Ile

Trp

Asn

185

Ser

Glu

val

Gly

Pro

Ala

Asp

20

Leu

Ser

Thr

Sex

Tyr

170

Asn

Gly

Ala

Phe

1747

Gln

Ile

Leu

75

Thr

Trp

Gly

Gln

Cys

155

Gln

Gln

Thr

Asp

Gly
235

Gly

Tyr

60

Thr

Ala

Gly

Gly

Pro

140

Ser

Gln

Arg

Ser

Tyr

220

Thr

Leu

45

Ala

Asn

val

Arg

Gly

125

Pro

Gly

Phe

Pro

Ala
205

Tyr

Gly

Glu
Gln
Thr
YT
Gly
110
Gly
Ser
Ser
Pro
Ser
190
Ser

Cys

‘Thr

Trp

Lys

Ala

Tyr

95

Thr

Ser

Thr

Ser

Gly

175

Gly

Leu

Ala

Lys

PCT/US02/36496

Met

Phe

Phe

80

Cys

Leu

Gly

Ser

Ser

160

Thr

val

Ala

Ala

val
240
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<400> 14%2
Glu val Gln

1

Ser

Thr

Gly

Gln

65

Met

Ala

Val

Gly

Gly

145

Asn

Thr

Val

Ala

Sexr:

val
Tle
Gly

50
Gly
Glu
Arg
Thr
Gly
130
Ala
Ile
Ala
Pro
Ile
210

Tyr

225 -

Lys

Ser

35

Ser

Arg

Leu

Asp

Val

115

Gly

Pro

Gly

Pro

Asp

195

Thr

Asp

Leu

val

20

Trp

Leu

val

Arg

Gln

100

Ser

Ser

Gly

Ala

Lys

180

Arg

Gly

Asn

val

Ser

val

Pro

Ala

Ser

85

Gly

Ser

Ala

Gln

Gly

165

Leu

Phe

Leu

Aﬁrg

Gln

Cys

Arg

Pro

Tle

70

Leu

Arg

Gly

Gln

Arg

150

Asn

Leu

Ser

Gln

Leu
230

Ser
Lys
Gln
Ser

55
Thr
Lys
TYyr
Gly
Ala
135
val
AsSp
Ile
Gly
Ala

215

Ser

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Gly

120

val

Thr

Val

VY

Ser

200

Glu

Gly

Ala
Ser

25
Pro
Ala
ASDp
Asp
AsSpD
105
Gly
Leu
Ile
His
Ala
185
Lys

Asp

Gly

Glu

10

Gly

Gly

Pro

Ala

Asp

20

Leu

Ser

Thr

Ser

Trp

170

Asn

Ser

Glu

Asp

1748

Val

Gly

Gln

Ile

Leu

75

Thr

Trp

Gly

Gln

Cys

155

Tyx

Asn

Gly

Ala

val
235

Lys

Thr

Gly

Tyr

60

Thr

Ala

Gly

Gly

Pro

140

Thr

Gln

Asn

Thr

Asp

220

vVal

Lys

Val

Leu

45

Ala

Asn

val

Lys

Gly

125

Ser

Arg

Gln

Arg

Sexr

205

Tyxr

Phe

Pro
Ser

30
Glu
Gln
Thr
Tyr
Gly
110
Gly
Ser
Ser
Phe
Pro
190
Ala
™vr

Gly

Gly
15

Ser

Trp

Lys

Ala

Tyr

95

Thr

Ser

val

Gly

Pro

175

Ser

Ser

Cys

Gly

PCT/US02/36496

Ser

Arg

Met

Phe

Phe

80

Cys

Leu

Gly

Ser

Ser

160

Gly

Gly

Leu

Gln

Gly
240
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3

Thr Lys Leu Thr Val Leu Gly
245

<210> 1493
<211> 252
<212> PRT
<213> Homo sapiens

<400> 1493

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 75 80

asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 - 110

Met Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Giy Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val Leu
130 135 140

Thr Gln Pro Ser Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile
145 150 ‘ 155 160

Ser Cys Ser Gly Ser Thr Ser Asn Ile Ala Thr Asn Ala Val Asn Trp
165 170 175

Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Ser Asn
180 . 185 190

1749
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Thr Giu

Gly Thr
210

Ala Asp
225

Val Phe

Arg

195

Ser

Tyr

Gly

<210> 1494
<211> 257
<212> PRT
<213> Homo sapiens

<400> 1454
Gln vVal Gln Leu Val

1
Ser Val
Asp Ile
Gly Trp
50
Glu Gly

65
Met Glu
Ala Arg

Ala Phe

Gly Gly
130

Lys

Asn

35

val

Arg

Leu

Gly

Asp

115

Gly

Pro

Ala

Tyr

Gly

val

20

Trp

Asn

val

Se:

Thr
100

Gln

Ser

Ser

Ser

Cys

Gly
245

5

Ser

val

Pro

Ser

Ser

85

Gly

Trp

Gly

Ala val Leu Thr Gln

145

Gly
Leu
Ala
230

Thr

Glu
Cys
Arg
Ser
Met

70
Leu
Tyr
Gly

Gly

Pro

150

val

Ala

215

Thr

Lys

Ser

Glu

Arg

Ser

55

Thr

Ser

Asp

Lys

Gly

135

Ser

Pro

200

Ile

Trp

Leu

Gly

Ala

Ala

40

Gly

Thr

Ser

Ile

Gly
120

Gly

Ser

AsSp
Ser
AsSD

Thr

Ala
Ser

25
Thr
Asn
Asn
Glu
Leu
105
Thr

Ser

vVal

Axg

Gly

Asp

Val
250

Glu

10

Ala

Gly

Ala

Ile

Asp

90

Thr

Leu

Gly

Ser

1750

Phe

Leu

Ser

235

Leu

val

Glu

Gln

Gly

Pro

75

Thr

Gly

val

Gly

Gly
155

Ser
Gln
220

Leu

Gly

Lys
Leu
Gly
Tyr

60
Lys
Ala
Tyr
Thr
Gly

140

Ala

Gly
205

Ser

Ala

Lys
Phe
Leu

45
Ala
Lys
val
Tyr
val
125

Gly

Pro

PCT/US02/36496

Ser Lys Ser

Glu Asp Glu

Gly Gln Gly

Pro

Ala

30

Glu

Glu

Thr

Tyr

Met

110

Ser

Ser

Gly

Gly

15

Ser

Trp

Lys

Val

Tyr

95

Gly

Ser

Ala

Gln

240

Ala

Ser

Met

Phe

Tyr

80

Cys

Ser

Gly

Gln

Arg
160
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4

vVal Thr Ile Ser Cys
165

Glu val His Trp Tyr
180

Ile Tyr Gly Asn Thr
195

Ala Ser Lys Ser Gly
210

Ala Glu Asp Glu Ala
225

Ser Gly Ser His Ala
245

Gly

<210> 1495
<211> 252
<212> PRT
<213> Homo sapiens

<400> 1495
Glu val Gln Leu Vval

1 5

Ser val Lys Val Ser
20

Gly Ile Ser Trp Val
35

Gly Trp Ile Ser Ala
50

Gln Gly Arg Val Thr
65

Met Glu Leu Arg Ser
85

Thr

Gln

Asn

Thr

Asn

230

Val

Glu

Cys

Arg

Tyr

Met

70

Leu

Gly

Leu

Arg

Ser

215

YT

Phe

Thr

Lys

Gln

Asn

55

Thr

Arg

Asn

val

Pro

200

Ala

Tvr

Gly

Gly

Ala

Ala

40

Gly

Thr

Ser

Ser
Pro
185
Ser
Ser

Cys

Gly

Ala
Ser

25
Pro

Asn

Asp

Asp-

Ser
170
Gly
Gly
Leu

Gln

Gly
250

Glu
10

Gly

Gly

Thr

Thr

Asp
90

Asn

Thr

val

Ala

sSer

235

Thr

val

Tyr

Gln

Asn

Ser

75

Thr

1751 -

Ile

Ala

Pro

Ile

220

Tyr

Lys

Lys

Thr

Gly.

vyr

Thr

Als

Gly

Pro

Asp

205

Thr

Asp

Leu

Lys

Phe

Leu

45

Ala

Ser

val

Ala

Lys

150

Arg

Gly

Arg

Thr

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gly

175

Leu

Phe

Leu

Ser

Val
255

Gly

15

Ser

Trp

Lys

Ala

Tyr
95

PCT/US02/36496

Tyx

Leu

Ser

Gln

Leu

240

Leu

Ala

Ser

Met

Leu

Tyr
80

Cys.
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Ala Arg Thr Tyr Tyr Asp Ile Leu Thr Gly Tyr Tyr Ala Glu Tyr Phe
100 105 110

Gln His Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser val
130 135 140

val Thr Gln Pro Pro Ser Val Ser Ala Ala Pro Gly Gln Arg Val Thr
145 150 155 160

Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ile Asn Ser Val Ser
165 170 175

Trp Tyr Gln Gln‘Leu Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Asn
180 185 190

Asn Ser Asn Arg Pro Ser Gly Val Pro Gly Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Asn Ser Leu Asn Gly Val
225 230 235 240

Leu Phe Gly Gly Gly Thr Gln Leu Thr Val Leu Ser
245 . 250

<210> 1496
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1496
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val LYs Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Ser Tyx
20 25 30

Ala Ile His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Val Gly 2sn Gly Asn Thr Lys Tyr Ser GIn Lys Leu
50 55 60 ‘ '

1752
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Gln

65

Met

Ala

val

Ser

Thr

145

Ser

Trp

val

Ser

Glu

225

Phe

Gly

Glu

Arg

Trp

Gly

130

Gln

Cys

Tyr

Asn

Gly

210

Ala

Gly

Arg

Leu

Ser

Gly

115

Gly

Pro

Thr

Gln

Lys

185

Asn

Asn

Gly

<210> 1497
<211> 259
<212> PRT
<213> Homo sapiens

<400> 1497
Gln Val Gln Leu Val

1

val

Ser

ASp

100

Gln

Gly

Pro

Gly

Gln

180

Arg

Thxr

VY

Gly

Thr

Ser

85

Tyr

Gly

Gly

Ser

Gly

165

Tyxr

Pro

Ala

Tyr

Thr
245

5

Ile

70

Leu

Asp

Thr

Ser

Ala

150

Ser

Pro

Ser

Ser

Cys

230

Lys

Thr

Arg

Ile

Met

Gly

135

Ser

Ser

Gly

Gly

Leu

215

Ala

val

Arg Asp
Ser Glu

Leu Thr
105

val Thr
120

Gly Gly
Gly Ser
Asp Val
Lys Ala

185

VvVal Pro
200
Thr vVal

Ser Tyr

Thr Val

Ile

Asp

Gly

val

Gly

Pro

Gly

170

Pro

Asp

Ser

Ala

Leu
250

Gln Ser Gly Ala Glu

10

1753

Ser
75

Thr

vy

Ser

Ser

Gly

155

Gly

Lys

Arg

Gly

Gly

235

Gly

Ala

Ala

Tyr

Ser

Ala

140

Gln

YT

Leu

Phe

Leu

220

Asn

Ser

val

Trp

Gly

125

Gln

Ser

Asn

Ile

Ser

205

Gln

Asn

Thr

Tyr

val

110

Gly

Ser

Val

Tyx

val

190

Gly

Ala

Asn

Ala

Tyr

95

Pro

Gly

val

Thr

val

175

Asn

Ser

Glu

vVal

PCT/US02/36496

Tyx

80

Cys

Ala

Gly

Leu

Ile

160

Ser

Glu

Lys

Asp

val
240

val Lys Lys Pro Gly Ser

15
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Ser val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Met Ile Pro Thr Phe Gly Thr Ala Ile Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Ala Leu Thr Asn Thr Ala Phe
65 70 75 80

Met Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Arg Glu Asp Thr Asp Lys Val Lys Pro Trp Asp Arg Tyr
100 105 110

Phe His Tyr Tyr Tyr Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr
115 120 125

val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
130 135 140

Gly Ser Ala Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala
145 150 155 160

Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile
165 170 175

Gly Ala Gly Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala
180 185 190

Pro Lys Leu Leu Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro
195 200 205

Asp Arg Phe Ser Gly Ser Arg Ser Gly Thr Ser Ala Ser Leu Ala Ile
210 215 220

Thr Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr
225 230 235 240

Asp Ser Ser Leu Ser Gly Ser vVal Phe Gly Gly Gly Thr Lys Val Thr
245 250 255
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vVal Leu ply

<210> 1498

<211> 244

<212> PRT

<213> Homo sapiens

<400> 1498
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Val Ser Ser Arg
20 25 30

Thr Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 a5

Gly Gly Ser Leu Pro Pro Ser Gly Ala Pro Ile Tyr Ala Gln Lys Phe
50 : 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Ala Leu Thr Asn Thr Ala Phe
65 70 75 80

Met Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gln Gly Arg Tyr Leu Asp Leu Trp Gly Gln Gly Thr Leu
100 105 110

Vval Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Ala Gln Ser Val Leu Thr Gln Pro Pro Ser ala Ser
130 135 140

Gly Ala Pro Gly His Ser Val Thr Ile Ser Cys Ser Gly Ser Ser Ser
145 150 155 160

Asn Ile Gly Gly Asn Ser Val Tyr Trp Tyr Gln Gln Val Pro Gly Thr
165 170 . 175

Ala Pro Lys Leu Leu Ile Tyr Asp Asn Gly Lys Arg Pro Ser Gly Ile
180 185 190

Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Thr Leu Ala
195 200 205

1755
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3

Ile Ala Gly Leu Gln Thr Gly asp Glu Ala Asp Tyr Tyr Cys Gly Thr
210 215 220

Trp Asp Ser Ser Leu Ser Ala Val Val Phe Gly Gly Gly Thr Lys Val
225 - 230 235 240

Thr Val Leu Gly

<210> 1499
<211> 253
<212> PRT
<213> Homo sapiens

<400> 1499 :
Glu vVal Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 - 10 15

Ser Val Lys Val Ser Cys Glu Ala Ser Ala Glu Val Phe Ala Ser Ser
20 25 30

Asp Ile Asn Trp Met Arg Arg Ala Thr Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Val Asn Pro Ser Ser Gly Asn Ala Gly Tyr Ala Glu Lys Phe
50 55 60 ’

Glu Gly Arg Val Ser Met Thr Thr asn Ile Pro Lys Lys Thr Val Tyr
65 70 75 ) 80

Met Glu Leu Thr Arg Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95

Ala Arg Gly Thr Gly Tyr Asp Ile Leu Thr Gly Tyr Tyr Met Gly Ser
100 105 110

val Phe Asp Pro Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Sexr Ser Tyr
20 25 30

‘Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 a5

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Ile Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 N 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

ala Arg Glu Gln Gly Tyr Asp Ile Leu Thr Gly Tyr Tyr Pro Glu Gly
100 105 110

Gly Trp Phe Asp Pro Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala
130 135 140

Leu Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly
145 150 155 - 160

Gln Thr val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr
165 170 175

Ala Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile
180 185 190

Tyr Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly
195 200 205

Ser Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala
210 215 220
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Glu Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn
225 230 . 235 240

Pro Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250
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<211> 251

<212> PRT -
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Gln Val Gln Leu Gln Glu Ser Gly Pro Gly val val Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Phe Ile Ser Ser Arg
20 25 . 30

Thr Ser Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu

Trp Ile Gly Asn Ile Tyr Tyr Thr Gly Lys Thr Tyr Tyr Ser Pro Ser
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Cys Ala Arg Ala Gly Tyr Asp Leu Leu Thr Gly Tyr Pro Phe Tyr Phe
100 105 110
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Gln Asp Arg val Thr Ile Thr Glu Asp Thr Leu Thr Asn Thr Ala Tyr
65 70 . 75 80

Met Glu Leu Arg Ser Leu Thr Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gln Arg Lys Ala Gln Asp Ile Trp Gly Arg Gly Thr Met
100 105 110

Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
115 i 120 125

Gly Gly Gly Ser Ala Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser
130 135 - - 140

Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Gly Ser Ala
145 . 150 155 . T 160

Asn Ile Gly Thr Ile Tyr Val Asn Trp Tyr Gln Gln Val Pro Gly Ala
165 170 175

Ala Pro Lys Leu Leu Met Tyr Arg Asn Asn Gln Arg Pro Ser Gly Val
180 185 190

Phe Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu 2Ala
195 200 205

Ile Ser Gly Leu Arg Ser Glu Asp Glu Ser Asp Tyr Tyr Cys Ala Thr
210 215 220

VTrp Asp Asp Ser Leu Arg Arg Val Val Phe Gly Gly Gly Thr Lys Leu
225 A 230 . 235 240

Thr Val Leu Gly

<210> 1514
<211> 257
<212> PRT
<213> Homo. sapiens

<400> 1514
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu
1 5 - 10 15

Ser Leu Lys Ile Ser Cys Gln Gly Ser Gly Tyr Thr Phe Thr Asp Tyr
’ ’ 20 - 25 30
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Ser Arg Val Glu Gly Gly aAsp Glu Ala Asp Tyr Tyr Cys Gln Val Trp
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Asp Ser Val Thr Asp His Val Val Phe Gly Gly Gly Thr Lys val Thr
225 230 235 240
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<211> 245
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55 .

Thr

Asp

Asp

Ser

Ala

135

Gly

Ser

Leu

Phe

val

Leu

Thr

Gly

120

Leu

Gln

Asn

Leu

Ser
200

Gly

Ser

25

Pro

Ser

Ser

Lys

Ala

105

Gly

Ser

Arg

Thr

Ile

185

Gly

Gly

10

Gly

Gly

His

Axrg

Thr

90

Met

Gly

Tyr

Val

Val

170

Tvyr

Ser

1789

Leu

Phe

Lys

Ser

Asp

75

Glu

Gln

Gly

val

Thr

155

Asn

Ser

Lys

val

Thr

Gly

Thr

60

Phe

Asp

Tyr

Ser

Leu

140

Ile

Trp

Asp

Ser

Gln

Phe

Leu

Asp

Leu

Thr

Trp

Gly

125

Thr

Ser

Tyr

Asn

Gly
205

Pro

Pro

30

Glu

TYT

Thr

Ala

Gly

110

Gly

Gln

Cys

Gln

Arg

190

Thr

Gly

15

Glu

Trp

Ala

Asn

Arg

95

Arg

Gly

Pro

Ser

Gln

175

Arg

Ser
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Gly

His

Ile

Ala

Ser

80

Tyr

Gly

Gly

Pro

Gly

160

Leu

Pro
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Ser Leu Ala Ile Ser

210

1

Cys Ala Ala Trp Asp

225

Thr Lys vVal Thr Vval

<210> 1528
<211> 245
<212> PRT
<213> Homo sapiens

<400> 1528

Gln vVal
1

Ser Val

Thr Ile

Gly Gly
50

Gln Gly
65

Met Glu

Ala Arg

Val Thr

Gly Gly
130

Gly Thr
145

Asn Ile

Gln
Lys
Ser

35
Sexr
Arg
Leau
AsSp
vVal
115
Gly

Pro

Gly

Leu

val

. 20

Trp

Leu

Val

Arg

Gln

100

Ser

Ser

Gly

Ser

245

val

5

Ser

vVal

Pro

Ala

Ser

85

Gly

Ser

Ala

Gln

Ser
165

Gly

Asp

230

Leu

Gln

Cys

Arg

Pro

Ile

70

Leu

Arg

Gly

Gln

Arg

150

Ser

Leu
215

Ser

Gly

Ser

Lys

Gln

Ser

55

Thr

Lys

Tyr

Gly

Ser

135

Val

val
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Gln Ser Glu Asp Glu Ala Asp Tyr Tyr

220

Leu Asn Gly Tyr val Phe Gly Thr Gly

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Gly

120

val

Thr

Ile

Ala Glu
10

Ser Gly
25

Pro Gly
Ala Pro
Asp Ala
Asp Asp

90

Asp Leu
105

Gly Ser
vVal Thr

Ile Ser

Trp Tyr
170

1790

235

val

Gly

Gln

Ile

Leu

75

Thr

Trp

Gly

Gln

Cys

155

Gln

Lys Lys

Thr Val

Gly Leu
45

Tyr Ala
60

Thr Asn
Ala val
Gly Gln
Gly Gly

125

Pro Pro
140

Ser Gly

Arg Leu

Pro

Ser

30

Glu

Gln

Thr

Tvyr

Gly

110

Gly

Ser

Ser

Pro

Gly

15

Ser

Trp

Lys

Ala

Tyr

95

Thr

Ser

Ala

Thr

Gly
175

240

Ser

Arg

Met

Phe

Phe

80

Cys

Leu

Gly

Ser

Ser

160

Thr
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Ala Pro Lys Leu Leu Ile Phe Tyr Asn Asn Gln Arg Pro Ser Gly Val
180 185 190

Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala
195 200 205

Ile Asn Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Thr
- 210 ‘ 215 220 '

Trp Asp Thr Ser Leu Asn Gly His vVal val Phe Gly Gly Gly Thr Lys
225 230 235 240

Leu Thr Val Leu Gly
245

<210> 1529

<211> 250

<212> PRT

<213> Homo sapiens

<400> 1529
Glu Val Gln Leu Val Gln Ser Gly Ala Glu vVal Lys Lys Pro Gly 2Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Ser Gly
20 : 25 30

Gly Ile Ser Txp Val Arg Glan Ala Pro Gly Gln Gly Leu Glu Trp Leu
35 40 45

Gly Trp Ile Ser Ala Phe Asn Gly Gln Thr Asn Tyr Ala Gin Lys Val
50 55 60

Gln Gly Arg Leu Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Ser
65 . 70 75 80

Met Glu Leu Arg Ser Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Arg Arg Asp Ile Leu Thr Gly Ser Asn Phe Gly Gln Asp
100 105 110

Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 ) 120 T 125

1791
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Gly Gly Gly
130 °

Gln Pro Pro
145

Cys Ser Gly

Lys Gln Leu

Gln Arg Pro
195

Thr Ser Ala
210

Asp Tyr Tyr
225

Gly Gly Gly

<210> 1530
<211> 253
<212> PRT

Gly

Ser

Gly

Pro

180

Ser

Ser

Cys

Thr

ser

Ala

sSer

165

Gly

Gly

Leu

Ala

Lys
245

<213> Homo sapiens

<400> 1530

Gln val Gln Leu Val

1

5

Ser Val Lys Val Ser

20

Gly Ile His Trp Val

35

Gly Trp Ile Ser Ala

50

Gln Asp Arg Val Thr

65

Met Glu Leu Arg Ser

85

Gly

Ser

150

Ala

Thr

val

Ala

Ser

230

Leu

Gln

Cys

Arg

Tyr

Leu

70

Leu

Gly

135

Gly

Asn

Ala

Pro

Ile

215

Trp

Thr

Ser

Lys

Gln

Asn

55

Thr

Arg

Gly

Thr

Ile

Pro

Asp

200

Ser

Asp

val

Gly

Ala

Ala

40

Gly

Thr

Ser

Gly
Pro
Gly
Lys
185
Arg
Gly

Glu

Leu

Ala
Ser

25
Pro
Asn

Asp

Asp

Ser

Gly

Ser

170

Thr

Phe

Leu

Ser

Gly
250

Glu

10

Gly

Gly

Thr

Thr

Asp
g0

Ala

Gln

155

Asn

Leu

Ser

Arg

Leu
235

val

TYyr

Gln

Tyr

Ser

75

Thr

1792 -

Gln

140

Arg

Tyr

Ile

Gly

Ser

220

Ser

Lys

Thr

Gly

VY

60

Thr

Ala

éer
val
val
Ty
Sex
205

Glu

Gly

Lys
Phe
Leu

45
Ser

Ser

Val

val

Thr

Tyr

Thr

190

Lys

Asp

vVal

Pro

Thr

30

Glu

Gln

Thr

Tyr

Leu

Ile

Trp

175

Thr

Ser

Glu

val

Gly

15

Asn

Trp

Lys

Ala

TyTr
95
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Thr
Ser
160
Tvr
Asn
Gly

Gly

Phe
240

Ala
Tyr
Leu
Leu
TyY

80
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Ala
Met
Gly
Ser
145
val
Trp
Lys
Ser
Glu

225

Val

<210>
<211>
<212>
<213>

Arg

Asp

Gly

130

Glu

Thr

VT

Asn

Gly

210

Ala

vVal

Met

val

115

Ser

Leu

Ile

Gln

ser

195

Asn

Asp

Phe

1531
257
PRT
Homo sapiens

<400> 18531
Lys Val Gln Leu Val Gln Ser Gly

1

Gly His
100

Trp Gly
Gly Gly
Thr Gln
Thr Cys

165
Gln Lys
180
Arg Pro
Thr Ala

Tyr Tyr

Gly Gly
245

5

Tyxr

Arg

Gly

Asp

150

Gln

Pro

Ser

Ser

Cys

230

Gly

Asp

Gly

Gly

135

Pro

Gly

Gly

Gly

Leu

215

AsSn

Thr

Ile

Thr

120

Ser

Ala

Asp

Gln

Ile

200

Thx

Ala

Lys

Ser Val Lys Val Ser Cys Lys Ala

20

Asp Ile Asn Trp Val Arg Gln Ala

35

40

Leu Thr
105

Leu Val

Gly Gly

val Ser

Ser Leu
170

Ala Pro
185

Pro Asp

Ile Thr

Arg Asp

Leu Thr
250

Ala Asp
10

Ser Gly
25

Pro Gly

1793

Gly

Thr

Gly

val

155

Lys

val

Arg

Gly

Arg

235

val

Tyr

vVal

Gly

140

Ala

Ser

Leu

Phe

Thr

220

Ser

Leu

Arg

ser

125

Ser

Leu

Tyr

val

Ser

205

Gln

Gly

Gly

Val Lys Lys

Tyr Asn Phe

Glu Gly Leu

45

His

110

Ser

Ala

Gly

Tyr

Val

190

Gly

Ala

Ile

Pro

Met
30

Glu

Tyr

Gly

Leu

Gln

Ala

175

Tyr

Ser

Glu

His

Gly
15

Asn

Trp
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Gly

Ser

Thr

160

Ser

Asn

Ser

Asp

Ser
240

Ala

YT

Met
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Gly

Glu

65

Met

Ala

Pro

Gly

Asn

145

Thr

Tyxr

Ile

Gly

Leu

225

Thr

Gly

<210>
<211>
<212>
<213>

Trp

50
Gly
Glu
Arg
Leu
Gly
130
Phe
val
val
Tyr
Ser
210

Gln

Ser

JMet

Arg

Leu

Gly

Asp

115

Gly

Met

Thr

Gln

Glu

195

Ile

Thr

Arg

1532
245
PRT
Homo sapiens

Asn

val

Ser

Ser

100

Tyr

Ser

Leu

Ile

Trp

180

Asp

ASp

Glu

Val

Thr
Arg

85
Gly
Trp
Gly
Thr
Ser
165
Tyr
Asp
Arg

Asp

Ile
245

Lys

Met
70

Leu

Tyr

Gly

Gly

Gln

150

Cys

Gln

Arg

Ser

Glu

230

Leu

Ser

55

Thr

Arg

Asp

Gln

Gly

135

Pr9
Thr
Gln
Arg
Ser
215

Gly

Phe

Gly

Thr
Ser
Leu
Gly
120
Gly
His
Arg
Arg
Pro
200
Asn

Asp

Gly

Lys
Asp
Asp
Leu
105
Thr
Ser
Ser
sSer
Pro
185
Ser
Ser

Tyr

Gly

Thr

Thr

Asp

20

Thr

Met

Gly

vVal

Ser

170

Gly

Gly

Ala

TYyr

Gly
250

1794

Asp
Ser

75
Thr
Gly
val
Gly
Ser
155
Gly
Ser
val
Ser
Cys
235

Thr

Ser

60

Arg

Ala

Tyr

Thr

Gly

140

Glu

TyY

Ser

Pro

Leu.

220

-G1ln

Lys

Ala

AsSD

vVal

Phe

val

125

Gly

Ser

Ile

Pro

His

205

Thr

Ser

Val

Glu

Thr

Tyr

Thr-

110

Ser
Ser
Pro
val
Thr
190
Arg
Ile

Tyr

Thr

Lys

val

Phe

95

Gly

Ser

Ala

Gly

Ser

175

Thr

Phe

Ser

Asp

val
255
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Phe
Tyr

80
Cys
Ser
Gly
Leu
LYs
160
Asn
val
Ser
Gly
Lys
240

Leu
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<400> 1532
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Val Ser Ser Arg
20 25 30

Thr Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ser Leu Pro Pro Ser Gly Ala Pro Ile Tyr Ala Gln Lys Phe
50 55 60

Gln Glvy Arg Val Ala Ile Thr Ala Asp Ala Leu Thr Asn Thr Ala Phe
65 70 75 80

Met Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gln Gly Arg Tyr Leu Asp Leu Trp Gly Lys Gly Thr Leu
100 105 110

Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
115 . © 120 125

Gly Gly Gly Ser Ala Gln Ala Val Leu Thr Gln Pro Ser Ser val Serxr
130 135 140

Gly'Ala Pro Gly Gln Ser Val Ser Val Ser Cys Thr Gly Ser Ile Ser
145 150 155 160

Asn Ile Gly Thr Gly Tyr Asp Val His Trp Tyr Gln His Leu Pro Gly
165 170 175

Arg Gly Pro Lys Val Leu Ile Tyr Gly Asn Asn Asp Arg Pro Trp Gly
180 185 190

vVal Pro Asp Arg Phe Ser Gly Ser Arg Ser Gly. Thr Ser Ala Ser Leu
195 g 200 205

Ala Ile Thr Gly Leu Gln Ala Glu Asp Glu Gly Asp Tyr Phe Cys Gln
210 215 ’ 220

Thr Tyr Asp Asn Glu Leu Ser Gly Tyr Val Phe Gly Ser Gly Thr Lys
1225 230 235 240
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3

Leu Thr Val Leu Gly
245

<210> 1533
<211> 243
<212> PRT
<213> Homo sapiens

<400> 1533
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Val Ser Ser Arg
20 25 30

Thr Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
‘ 35 40 45

Gly Gly Ser Leu Pro Pro Ser Gly Ala Pro Ile Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Ala Leu Thr Asn Thr Ala Phe
65 70 75 80

Met Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gln Gly Arg Tyr Leu Asp Leu Trp Gly Arg Gly Thr Leu
100 105 110

Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
115 120 125

Giy Gly Gly Ser Ala Leu Ser Tyr Glu Leu Thr Gln Pro Pro Ser Val
130 135 140 '

Ser Val Ser Ala Gly Gln Thr Ala Arg Ile Thr Cys Ser Gly Asp Val
145 1150 155 160

Leu Ser Lys Lys Tyr Val Tyr Trp Tyr Arg Gln Lys Ser Gly Gln Ala
165 170 175

Pro Val Leu Val Ile Tyr Glu Asn Thr Lys Arg Pro Ser Gly Ile Pro
180 185 . 190

1796
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Asp Afg Leu Ser Gly Ser

195

Thr Gly Ala Gln Vval Gly

210

Tyr Ile Ser Asn Asp Gln

225

Val Leu Gly

<210>
<211>
<212>
<213>

<4d0>

1534
252
PRT
Homo sapilens

1534

Glu val Gln

1

Ser

Gly

Gly

Gln

65

Met

Ala

Gly

Gly

Thr
145

val

Ile

Trp

50

Gly

Glu

Arg

Asn

Ser

130

Leu

Lys

Ser

35

Ser

Arg

Leu

Pro

Trp

115

Gly

Thr

Leu

val

20

Ser

val

Arg

YT

100

Gly

Gly

Gln

val

5

Ser

val

Ala

Thr

Ser

85

TYT

Arg

Gly

Ser

230

Gln

Cys

Arg

His

Met

- 70

Leu

Asp

Gly

Gly

Pro
150

Arg
AsSp

215

Trp

éer
Lys
Gln
Asp

55
Thr
Arg
Pro
Thr
Ser

135

Gly

Ser
200

Glu

val

Gly

Ala

Ala

40

Asp

Thr.

Ser

Leu

Leu

120

Gly

Thr

Gly Thr
Ala Asp

Phe Gly

Gly Glu
10

Ser Gly
25

Pro Gly
Asn Thr
Asp Ala
Asp Asp

90

Thr Ala
105
val Thr

Gly Gly

Leu Ser

Met

Tyr

Gly
235

val

TyY

Gln

Lys

Ser

75

Thr

TYr

val

Gly

Leu
155

1797

Ala

vy

220

Gly

Lys

Sexr

Gly

Tyr

60

Thr

Ala

Thr

Ser

Ser

140

Ser

Thr
205

Cys

Thr

Lys

Phe

Leu

45

Ala

Ser

val

Phe

Ser

125

Ala

Pro

Leu

His

Lys

Pro

Ser

30

Glu

Gln

Thr

Tyr

Gln

110

Gly

Leu

Gly
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Thr Val

Ser Thr

Leu Thr
240

Gly Ala
15

Ser His
Trp Val
Lys Phe
Ala Tyr

80

Tyr Cys
95

Tyr Phe

Gly Gly

Glu Thr

Glu Arg
160
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Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser Tyr Leu
165 170 175

Ala Trp Tyvr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr
180 185 190

Gly Ala Ser Arg Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser
195 200 205

Gly Ser Gly Thr Asp Phe Ser Leu Thr Ile Ser Arg Leu Glu Pro Glu
210 215 220 :

Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ile Ser Pro Gly Leu
225 230 235 240

Ser Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg
245 250

<210> 1535
<211> 250
<212> PRT
<213> Homo sapilens

<400> 1535
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser‘Gly Gly Ser Phe Asn His Ala
20 25 . 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 - 110

1798



WO 03/055979 PCT/US02/36496

Met Tfp Gly Arg Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly Gly
115 120 . 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Ser Glu
130 135 140

Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg
145 150 155 160

Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr
165 170 175

Gln Gln Arg Pro Gly Gln Ala Pro Ala Leu Val Phe Tyr Gly Lys Asn
180 185 190

Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly
: 195 . 200 205

Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys Asn Ser Arg Asp Leu Asp Gly Asn His Arg Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 ] 250

<210> 1536

<211> 251

<212> PBRT

<213> Homo sapilens

<400> 1536
Glu vVal Gln Leu Val Glu Ser Gly Thr Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ala Val Lys Val Ser Cys Lys Ala Sér Gly Gly Thr Phe Ser Ser Arg
20 25 30

Gly Val Ser Trp Val Arg Gln Ala Pro Gly Glmn Gly Leu Glu Trp Met
35 40 45

Gly Giy Ile Gly Pro Met Ser Gly Thr Pro Asn Tyr Ala Gln Lys FPhe
50 55 60 .

Gln Gly Arg Val Thr Met Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

1799 -
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Leu Glu Leu Ser Asn Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Thr Gly Arg Tyr Tyr Asp Met Leu Thr Arg Gly Gly Tyr Phe Asp
100 105 110

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val Leu
130 135 140

Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg Ile Thr Ile
145 150 . 155 - 160

Ser Cys Ser Gly Ser Arg Ser Asn Ile Gly Arg Asn Thr vVal Thr Trp
165 170 175

Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Ser Thr
180 185 150

Asn Gln Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln Ser Asp Asp Glu
210. 215 220

Ala Asp Tyr Phe Cys Ala Ala Trp Asp Asp Ser Leu Gln Ala Leu Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr vVal Leu Gly
245 250

<210> 1537
<211l> 252
<212> PRT
<213> Homo sapiens

<400> 1537
Gln vVal Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Glu
1 5 10 15

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Ser Phe Thr Ser Tyr
20 25 30

1800
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Trp

Gly

Gln

65

Leu

Ala

AsSp

Gly

Leu

145

Ile

Trp

Ile

Ser

Glu

225

val

Ile

Ile

50

Gly

Gln

Arg

Tyr

Ser

130

Thr

Ser

Tyr

Asn

Gly

210

Ala

Phe

Gly

'35

Ile

Gln

Trp

Leu

Trp

115

Gly

Gln

Cys

Arg

Gln

195

Thr

Aép

Gly

<210> 1538
<211> 251
<212> PRT
<213% Homo sapiens

Trp

Tyr

Val

Ser

Asp

100

Gly

Gly

Pro

Ser

Gln

180

Arg

Ser

YY

Gly

val

Pro

Thr

Ser

85

Tyr

Gln

Gly

Ser

Gly

165

val

Pro

Ala

Tyr

Gly
245

Arg

Gly

Ile

70

Leu

Asp

Gly

Gly

Ser

150

Ser

Pro

Ser

Ser

Cys
230

-

Thr

Gln

Asp

55

Ser

Lys

Ile

Thr

Serxr

135

Val

Ser

Gly

Gly

Leu

215

Ser

Lys

Met

40

Ser

Ala

Ala

Leu

Met

120

Gly

Ser

Ser

Thr

val

200

Ala

Ser

Leu

Pro

Asp

Asp

Ser

Thr

105

vVal

Gly

Gly

‘Asp

Ala
185

Pro

Ile

Trp

Thr

Gly

Thr

Lys

Asp

g0

Gly

Thr

Gly

Thr

Ile

170

Pro

Asp

Ser

Asp

val
250

1801

Lys
Arg
Ser

75
Thr
TYxY
val
Gly
Pro
155
Gly
Lys
Arg
Gly
Asp

235

Leu

Gly
Tyxr

60
Ile
Ala
Tyr
Ser
Ser
140
Gly
Arg
Leu
Phe
Leu
220

Ser

Gly

Leu

45

Ser

Ser

Met

Pro

Ser

125

Ala

Gln

Asn

Leu

Ser

205

Gln

Leu

Glu

Pro

Thr

Tyr

Ser

110

Gly

Gln

Arg

Thr

Ile

190

Gly

Ser

Asn

Trp

Ser

Ala

Tyr

95

Gly

Gly

Ala

val

val

175

His

Ser

Glu

Ala
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Met

Phe

Tyr

80

Cys

Phe

Gly

vVal

Thr

160

Asn

Thr

Lys

Asp

Trp
240
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<400> 1538 .
Gln Val Gln Leu. Gln Glu Ser Gly Prqo Gly Leu Val Gln Pro Ser Gln
1 5 10 15

Thr Leu Ser Leu Thr Cys Asn Val Ser Gly Gly Ser Ile Ser Ser Asn
20 25 30

Ser Asp Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu
35 40 45

Trp Ile Gly Asn Val Tyr His Thr Gly Thr Thr Phe Tyr Thr Pro Ser
50 55 60

Lieu Arg Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe
65 70 75 . 80

Ser Leu Gln Val Ala Ser Val Thr Gly Ala Asp Thr Ala Val Tyr Tyr
85 ‘ 90 95

Cys Ala Arg Arg Phe Tyr Asp Leu Leu Thr Gly Tyr Ser Ala Phe Asp
100 105 110

Ser Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val Leu
130 135 140

Thr Gln Pro Pro Ser Val Ser Ala Ala Pro Gly Gln Lys Val Ala Tle
145 150 155 160

Ser Cys Ser Gly Ser Asn Ser Asn Ile Gly Asn Asn Tyr Val Ser Trp
165 170 175

Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Asp Ser
180 185 190

Ile Arg Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Thr Ser Ala Thr Leu Gly Ile Thr Gly Leu Gln Thr Gly Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Gly Thr Trp‘Asp Thr Ser Leu Asn Ala Tyr Val
225 ‘ 230 235 Q 240

1802°
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4

Phe Gly Ala Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1539
<211> 255
<212> PRT
<213> Homo sapiens

<400> 1539
Gln Val Gln Leu Val Glu Ser Gly Ala Glu VvVal Lys Lys Pro Gly 2Ala
1 ) 5 10 15

Ser Val Lys val Ser Cys Glu Ala Ser Ala Glu Leu Phe Ala Ser Ser
20 25 30

Asp Ile Asn Trp Val Arg Arg Ala Thr Gly Gln Gly Leu Glu Trp Met
35 40 45.

Gly Trp Val Asn Pro Ser Ser Gly Asn Ala Gly Tyr Ala Glu Lys Phe
50 55 60

Glu Gly Arg val Ser Met Thr Thr Asn Ile Pro Lys Lys Thr Val Tyr
65 . 70 75 80

Met Glu Leu Ser Ser Leu Thr .Ser Glu Asp Thr Ala val Tyr Tvr Cys
85 90 95

Ala Arg Gly Thr Gly Tyr Asp Ile Leu Thr Gly Tyr Tyr Met Gly Ser
100 105 110

Ala Phe Asp Gln Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly
115 , 120 : 125.

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln
130 135 140

Ser Val Leu Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln Arg
145 - 150 155 : 160

val Thr Ile Ser Cys Thr Gly Ile Ser Ser Asn Ile Gly Ala Gly Tyr
165 170 - 175

Ala Val Asn Trp Tyr Gln Gln Leu Pro Gly Ala Ala Pro Arg Leu Leu
180 185 190

- . 1803
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Ile Tyr Gly Asn Vval
195

Gly Ser Lys Ser Gly
210

Ala Glu Asp Glu Ala
225

Ser Gly Ser VvVal Phe
245

<210> 1540
<211l> 250
<212> PRT
<213> Homo sapiens

<400> 1540
Gln Val Gln Leu Val
1 5

Ser vVal Lys Val Ser
20

Ile Ser Trp Val Arg
35

Gly Ile Leu Pro Met
50

Gly Arg val Thr Ile
65

Asp Leu Ser Arg Leu
85

Arg Glu Leu Gly Leu
100

Met Trp Gly Gln Gly
115

Ser Gly Gly Gly Gly
130

Leu Thr Gln Pro Pro

145

AsSn
Thr
Asp
230

Gly

Gln

Cys

Gln

Tyr

Thr

70

Brg

Ser

Thr

Ser

Ser
150

Arg
Ser
215

TYY

Gly

Ser
Arg
Ala
Gly

55
Ala
TYyYr
Ile

Met

Gly
135

val

Pro

200

Ala
TYY

Gly

Gly
Ala
Pro

40
Thr
Asp
Glu
val
val
120

Gly

Ser

s e.r

Ser

Cys

Thr

Ala

Ser

25

Gly

Ala

Lys

AsD

Gly

105

Thr

Gly

val

Gly

Leu

Gln

Lys
250

Glu

10

Gly

Arg

Asn

Leu

'Thr

90

Ala

val

Gly

Ala

~ 1804‘

val

Ala

Ser

235

Leu

val

Gly

Gly

Tyr

Thr

75

Ala

Thr

Ser

Ser

Pro
155

Pro

Ile
220

YT

Thr

Lys

Ser

Leu

Ala

60

Asn

val

Thr

Ser

Ala

140

Gly

Asp

205

Thr

Asp

val

Lys

Phe

Glu

45

Gln

Thr

YT

Gly

Gly

125

Leu

Gln

Arg

Gly

Ser

Leu

Pro

Asn
30

Trp

Lys

Val

YT

Ala

110

Gly

Ser

Thr

Phe

Leu

Arg

Gly
255

Gly

15

His

Met

Phe

Tyr

Cys

95

Leu

Gly

VY

Ala

PCT/US02/36496

Ser

Gln

Leu
240

Ser

Ala

Gly

Gln

Met

80

Ala

AsSp

Gly

Val

Ser
160
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Ile

Gln

Lys

Thr

Asp

225

Gly

Asn Cys

Gln Lys

Arg Pro
195

Ser Ala
210

Tyr Tyr

Gly Gly

<210> 1541
<211> 252
<212> PRT

<213>

<400> 1541
Gln val Gln Leu Val

1

Ser

Asp

Gly

- Glu

65

Met

Ala

val Lys

Ile Asn
35

Trp Val
50
Gly Arg

Glu Leu

Arg Gly

Gly

Pro

180

Ser

Ser

Cys

Thr

val

20

Trp

Asn

val

Ser

Thr
100

Gly

165

Gly

Gly

Leu

Ala

Gln
245

Homo sapiens

5

Ser
val
Pro
Ser
Ser

85

Gly

Asn
GIn
Ile
aAla
Ala

230

Leu

éln
Cys
Arg
Ser
Met

70

Leu

TYyT

Thr
Ala
Pro
Ile
215

Trp

Thr

Ser
Glu
Arg
Ser

55
Thr

Thr

AsSp

Ile

Pro

Glu

200

Ser

Asp

val

Gly

Ala

Ala

40

Gly

Thr

Ser

Ile

Gly
val
185
Arg
Gly

Asp

Leu

Ala
Ser

25
Thr
Asn
Asn

Glu

Leu
105

Ser

170

Val

Phe

Leu

Ser

Ser
250

Glu

10

Ala

Gly

Ala

Ile

AsSp

S0

Thr

Lys

val

Ser

Gln

Leu
235

Val

Glu

Gln

Gly

Pro

75

Thr

Gly

Thr

Val

Gly

Ser

220

Asn

Lys

Leu

Gly

Tyr

60

Lys

Ala

Tyr

1805 -

Val

Tyr

Ser

205

Asp

Gly

Lys

Leu

45

Ala

Lys

Val

Tyr

Gln

Asp

190

Lys

Asp

Val

Pro

Ala

30

Glu

Glu

Thr

Tyr

Met

110.

Trp

175

Asp

Ser

Gly

val

Gly

15

Ser

Tre

Lys

val

yr
95

Gly

PCT/US02/36496

Tyxr

Asn

Gly

Ala

Phe
240

Ala

Ser

Met

Phe

Tyr

Cys

Ser
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ala phe Asp Gln Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 . 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu
130 135 140

Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln
145 150 155 160

Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Asn Ser Tyr Val
165 170 175

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Pro Val Ile Tyr
180 185 190

Thr Lys Asn Asn Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser
185 200 205

Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
210 215 220

Asp Glu Ala Asp Tyr Tyr Cys Ala Ser Arg Asp Arg Ser Gly His Gly
225 230 235 240

Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1542

<211> 251

<212> PRT '
<213> Homo sapiens

<400> 1542
Gln Val Gln Leu Val Gln Ser Gly Gly Gly Val Val Arg Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Gly Asp Tyr
20 25 30

Gly Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Gly Ile Ile Trp Asn Gly Gly Thr Thr Asp Tyr Ala Asp Thr Val
50 : 55 . 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 . ‘ 70 .75 . - 80

1806 - o - -
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Leu

Ala

val

Ser

Thr

145

Ser

Tyr

Asn

Gly

Ala

225

Phe

<210>
<211>
<212>
<213>

Gln

Arg

Trp

Gly

130

Gln

Cys

Gln

Gln

Thr

210

Asp

Gly

Met

‘Glu

Gly

115

Gly

Pro

Ser

Gln

Arg

185

Sexr

VY

Gly

1543
253
PRT
Homo sapiens

<400> 1543
Glu Val Gln Leu Val Gln Ser Gly Thr Glu Val Lys Lys Pro Gly Ala

1

Asn

TYyY

100

Gln

Gly

Pro

Gly

Leu

180

Pro

Ala

TYyT

Gly

Ser

85

TyTr

Gly

Gly

Ser

Ser

165

Pro

Ser

Ser

Cys

Thr
245

5

Leu

ASp

Thr

Ser

Ala

150

Ser

Gly

Gly

Leu

Ala

230

Lys

Arg
Val
Leu
Gly
135
Ser
Ser
Thr
val
Ala
215

Ala

Leu

val

Leu

val

120

Gly

Gly

Asn

Ala

Pro

200

Ile

Tyr

Thr

Glu
Thr
105
Thr
Gly
Thr
Ile
Pro
185
ASD
Ser

ASp

val

ASp

90

Gly

Vval

Gly

Pro

Gly

170

Glu

Arg

Gly

Asp

Leu
250

10

Thr

Leu

Ser

Ser

Gly

155

Ser

Leu

Phe

Leu

Ser

235

Gly

Ala

Phe

Ser

Ala

140

Gln

Asn

Leu

Ser

Gln

220

Leu

Leu

Tyr

Gly

125

Gln

Arg

Thr

Ile

Gly

205

Ser

Asn

Tyr
110
Gly
Pro
val
Val
Tyr
190
Ser

Glu

Gly

Tyx

85

Met

Gly

val

Thr

Asn

175

Serxr

Lys

Asp

Trp

15

PCT/US02/36496

Cys

ASp

Gly

Leu

Ile

160

Trp

Asn

Ser

Glu

Val
240

Ser Val Lys Val Ser Cys Lys Thr Ser Gly Tyr Ser Phe Asp Asn Tyr

20

25

1807

30
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Gly Ile Ala Trp Leu Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
'35 40 . 45

Gly Trp Ile Ser Ala Tyr Asp Gly Asp Arg Asn Tyr Alé Gln Lys Leu
50 55 60

Arg Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 j 70 75 80

Met Glu Leu Arg Ser Leu Arg Pro Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Asp 2rg Asp Ile Leu Thr Asn Tyr Tyr Leu Glu Tyr Phe
100 105 110

Gln His Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val
130 ] 135 140

Leu Thr Gln Pro Ser Ser Val Ser Gly Ala Pro Gly Gln Arg Val Thr
145 150 155 160

Ile Ser Cys Thr Gly Ser Thr Ser Asn Ile Gly Ala Gly Tyr Asp Val
165 170 175

His Trp Tyr Gln Gln Leu Pro Gly Arg Ala Pro Lys Leu Leu Ile Tyr
180 185 190

Ala Asn Ser Lys Arg Pro Ser Gly Val Pro Asp Aryg Phe Thr Ala Ser
195 ) 200 205

Lys Ser Gly Thr Thr Ala Ser Leu Ala Ile Thr Gly Leu Gln Thr Asp
210 215 220

Asp Glu Ala Gly Tyr Tyr Cys Gln Ala Tyr Asp Lys Asn Ile Glu Glu
225 230 - 235 240

Tyr Val Phe Gly Ser Gly Thr Gln Leu Thr Val Leu Ser
245 250

<210> 1544

<211l> 254

<212> PRT

<213> Homo sapiens

1:308:
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<400> 1544

Gln Val Gln Leu Val GIln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1’ 5 10 ‘ 15

Ser val Lys Val Ser Cys Glu Ala Ser Ala Glu Leu Phe Ala Ser Ser
20 25 30

Asp Ile Asn Trp Val Arg Gln Ala Thr Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Val Asn Pro Ser Ser Gly Asn Ala Gly Tyr Ala Glu Lys Phe.
50 55 60

Glu Gly Arg Val Ser Met Thr Thr Asn Ile Pro Lys Lys Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Thr Gly Tyr Asp Ile Leu Thr Gly Tyr Tyr Met Gly Ser
100 105 110

Ala Phe Asp Gln Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 : 120 ’ 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln
130 135 140

Ser Val Val Thr Gln Pro Pro Ser Ala Ser Gly Ser Pro Gly Gln Ser
145 150 155 160

Val Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Arg Tyr Asn
165 170 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Arg Ala Pro Lys Leu Met
180 185 190

Ile Tyr Glu Val Asn Lys Arg Pro Ser Gly Val Pro Asp Arg Phe Ser
195 200 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Val Ser Gly Leu Gln-
210 215 220

Ala Glu 2asp Glu.Aia Asn Tyr Tyr Cys Ser Ser Tyr Ala Gly Ser 2Asn
225 230 235 240

1809
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3

Ile Glu val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1545
<211> 253
<212> PRT
<213> Homo sapiens

<400> 1545
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Glu Ala Ser Ala Glu Leu Phe Ala Ser Ser
20 25 30

"Asp Ile Asn Trp Val Arg Gln Ala Thr Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Val Asn Pro Ser Ser Gly Asn Ala Gly Tyr Ala Glu Lys Phe
50 55 60

Glu Gly Arg Val Ser Met Thr Thr Asn Ile Pro Lys Lys Thr Val Tyr
65 70 75 80

" Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala ArYg Gly Thr Gly Tyr Asp Ile Leu Thr Gly Tyr Tyr Met Gly Ser
100 105 110

Ala Phe 2sp Gln Trp Gly Arg @Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 . 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln
130 135 140

Ser Val Leu Thr Gln Pro Pro Ser Val Ser Ala Ala Ser Gly Gln Arg
145 150 155 160

val Thr Ile Pro Cys Ser Gly Ser Ser Ser Asn Ile Gly Ile Gly Ser
165 170 175

Val Ser Trp Tyr Gln Gln Phe Pro Gly Ser Ala Pro Lys Phe Leu Ile
180 185 190

1810
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Ser Giy Asn
195

Lys Ser Gly
210

Asp Glu Ala
225

Trp Val Phe

<210> 1546
<211> 251
<212> PRT

Lys Arg

Thr

Asp

ser

TYT®

Gly Ala

245

<213> Homo sapiens

<400> 1546

Gln val Gin
1

Thr Leu Ser

His Trp Trp
35

Ile Gly Glu
50

Lys Ser Arg
65

Leu Ser Leu

Ala Arg Gly

Tyr Trp Gly
115

Ser Gly Gly
130

Thr Gln Pro
145

Leu

Leu

20

Asn

val

val

Ser

Asp

100

Lys

Gly

Pro

Gln
5
Thr
Trp
TyT
Thr
Ser
85
Tyr
Gly

Gly

Ser

Pro

Ala

Tyr

230

Gly

Glu

Cys

val

His

Leu

70

val

Asp

Thr

Ser

Ala
150

Ser

Thr

215

Cys

Thr

Ser

Ala

Axrg

Ser

55

Ser

Thr

val

Leu

Gly

135

Ser

Gly

200

Leu

Gly

Lys

Gly

val

Gln

40

Gly

Ala

Ala

Leu

val

120

Gly

Gly

Ile

Asp

Thr

Leu

Pro

Ser

25

Pro

Ser

AsSDp

Ala

Thr

105

Thr

Gly

Thr

Pro

Ile

Trp

Thr
250

Gly

10

Gly

Pro

Thr

Lys

Asp

90

Gly

val

Gly

Pro

1811

AsSp

Thr

AsSp

235

val

Leu

AsSD

Gly

Asn

Ser

75

Thr

Tyr

Ser

Ser

Gly
155

Arg
Gly
220

Thr

Leu

val
Ser
Lys
Ser

60
Lys
Ala
Leu
Ser
Ala

140

Gln

Phe
205
Leu

Thr

Gly

Lys
Ile
Gly

45
Asn
Asn
Val
Arg
Gly
125

Gln

Arg

Ser

Gln

Leu

Pro

Arg

30

Leu

Pro

Leu

Tyr

Lys

110

Gly

Pro

val

val

Thr

Asn

Ser

15

Gly

Glu

Ser

Phe

Tyr

95

Leu

Gly

val

Thr

PCT/US02/36496

Ser

Gly

Ala
240

Gly

Gly

TIp

Leu

Ser

80

Cys

Asp

Gly

Leu

Ile
160
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Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Arg Thr vVal Asn Trp
165 170 175

Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Val Tyr Ser Thr
180 185 190

Asn Leu Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser
1395 200 205

Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ser Ala Trp Asp Asp Ser Leu Asn Gly Pro Vval
225 . 230 - 235 240

Phe Gly Gly Gly Thr Lys Val Thr val Leu Gly
245 250

<210> 1547

<211> 245

<212> PRT

<213> Homo sapiens

<400> 1547
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Val Ser Ser aArg
20 25 30

Thr Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ser Leu Pro Pro Ser Gly Ala Pro Ile Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg val Ala Ile Thr Ala Asp Ala Leu Thr Asn Thr Ala Phe

Met Glu Leu Arg Ser L.eu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gln Gly Arg Tyr Leu Asp Leu Trp Gly Arg Gly Thr Leu
100 105 110

1812
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Val

Gly

Ser

145

Thr

Thr

val

Ala

Ala

225

Leu

<210>
<211>
<212>
<213>

<400>

Thr

Gly

130

val

Asn

Ala

Pro

Ile

210

Trp

Thr

Val

115

Gly

Thr

Ile

Pro

Asp

195

Thr

Asp

Val

1548
250
PRT
Homo sapiens

1548

Ser

Ser

Pro

Gly

Lys

180

Arg

Gly

Asp

Leu

Ser

Ala

Gly

Ser

165

Leu

Phe

val

Ser

Gly
245

Gln Val Gln Leu Gln

1

5

Thr Leu Ser Leu Thr

20

Tvr Tyr Trp Gly Trp

35

Ile Gly Ser Ile Tyr

65

50

Lys Ser Arg Val Thr

Gly

Leu

Gln

150

Thr

Leu

Ser

Arg

Leu
230

Glu

Cys

Ile

His

Ile
70

Gly
Ser
135
Arg
Tyr
Met
Gly
Ser

215

Asn

Ser
Ala
Arg
Ser

55

Sexr

Gly

120

Tyr

val

val

Tyxr

Ser

200

Gly

Gly

Gly

val

Gln

40

Gly

Val

Gly Ser
Val Leu
Thr Ile

Asn Trp
170

Asn Asn
185

Lys Ser
Asp Glu

Pro Val

Pro Gly
10

Ser Gly
25

Pro Pro

Ser Thr

Asp Thr

1813

Gly

Thr

Ser

155

Tyr

Asn

Gly

Ala

Phe
235

Leu

YT

Gly

Tyxr

Ser
75

Gly

Gln

140

Cys

Gln

Glu

Thr

Asp

220

Gly

val

Ser

Lys

TyY

60

Lys

Gly

125

Pro

Ser

His

Arg

Ser

205

Tyr

Gly

Lys

Ile

Gly

45 -

Asn

Asn

Gly

Pro

Gly

Leu

Pro

190

Ala

Tyr

Gly

Pro

Ser

30

Leu

Pro

Gln

Ser

Ser

Gly

Pro

175

Ser

Ser

Cys

Thr

Ser

15

Ser

Glu

Ser

Phe

PCT/US02/36496

Gly

Ala

Ser

160

Gly

Gly

Leu

2Ala

Lys
240

Glu

Gly

Trp

Leu

Ser
80
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Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Arg Val His Tyr Asp Ile Leu Thr Gly Tyr Leu Trp Ala Phe Asp
100 105 110

Ile Trp Gly Gln Gly Thr Met vVal Thr vVal Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Ser Glu
130 135 140

Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg
145 150 155 160

Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr
165 170 175

Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn
180 185 190

Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly
195 200 205

Asn Thr Ala Ser Leu Thr Ile Thr Gly Thr Gln Ala Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr’CYS Asn Ser Arg Asp Ser Ser Gly Asn His Val val FPhe
225 230 235 240

Gly Gly Gly Thr Gln Leu Thr Val Leu Ser
245 250

<210> 1549

<211> 252

<212> PRT

<213> Homo sapiens

<400> 1549
Gln Val Gln Leu vVal Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser: Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 . 30

1814
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Ile Sér Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 . 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 : 55 60 -

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 20 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
Co 115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val Leu
130 135 140

Thr Gln Pro Pro Ser vVal Ser Ala Ala Pro Gly Gln Ser val Thr Ile
145 150 155 160

Ser Cys Ser Gly Ser Ile Ser Asn Ile Gly Asn Asn Tyr Val Ser Trp
165 170 175

- Tyr Gln His Phe Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Asp Lys
180 185 190

Asn Gln Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Lys Ser
195 A 200 205

Gly Thr Ser Ala Thr Leu Val Ile Thr Gly Leu Gln Thr Glu aAsp Glu
210 215 220

Ala Asp Tvr Tyr Cys Gly Thr Trp Asp Ser Ser Leu Ser His Ser Ala
225 230 235 240

Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 ©250

<210> 1550

<211> 245

<212> PRT

<213> Homo sapiens

1815 - -
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<400> 1550
Glu val Gln

1

Ser

Thr

Gly

Gln

65

Met

Ala

vVal

Gly

Gly

145

Asn

Ala

Pro

Ile

Trp
225

val

Ile

Gly

50

Gly

Glu

Arg

Thr

Gly

130

Thr

Ile

Pro

Asp

Arg

210

Asp

Lys

Ser

35

Ser

Arg

Leu

Asp

Val

115

Gly

Pro

Gly

Glu

Arg

185

Gly

Asp

Leu
val

20
Trp
Leu
val
Arg
Gln
100
Ser
Ser
Gly
Ser
Leu
180
Phe

Leu

Ser

val

Ser

val

Pro

Ala

Ser

85

Gly

ser

Ala

Gln

Asn

165

Leu

Ser

Leu

Gln

Cys

Arg

Pro

Ile

70

Leu

Arg

Gly

Gln

Ser

Lys

Gln

Ser

55

Thr

Lys

Tyr

Gly

Ala

135

Arg

150

Tvr

Ile

Gly

Ser

Sex
230

val

Val

TYIX

Ser

Asp

215

val

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Gly

120

val

Thr

YT

Asn

Lys

200

Tyr

ala

Ser

25

Pro

Ala

Asp

Asp

Asp

105

Gly

Leu

Ile

Trp

ASnD

185

Sex

Glu

’;‘yr

Glu

10

Gly

Gly

Pro

Ala

ASp

90

Leu

-Ser

Thr

Ser

TYyY

170

Asn

Gly

Ala

Val

1816

Val

Gly

Gln

Ile

Lieu

75

Thr

Trp

Gly

Gln

Cys

155

Arg

Arg

Thr

Asp

Phe
235

Lys

Thr

Gly

Ty

Thr

Ala

Gly

Gly

Pro

140

Ser

His

Arg

Ser

TyxY
220

Gly

Lys

val

Leu

45

Ala

Asn

val

Arg

Gly

125

Ser

Gly

Leu

Pro

Ala
205

Tyx

Thr

Pro

Ser

30

Glu

Gln

Thr

Tyr

Gly

110

Gly

Ser

Thr

Pro

Sexr

150

Ser

Cys

Gly

Gly
15

Ser

Trp

Lys

Ala

Tyr

Thr

Ser

aAla

Asn

Gly

175

Gly

Leu

Ala

Thr
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Leu
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Ser

160

Thr

Val

Ala

Ala

Lys
240
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1

Leu Thr Val Leu Gly
245

<210> 1551
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1551
Gln Val Gln Leu Val Gln Ser Gly Thr Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ala Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Arg
20 25 30

Gly Val Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Gly Pro Met Ser Gly Thr Pro Asn Tyr Ala Gln Lys Phe

Gln Gly Arg Val Thr Met Thr Ala Asp Glu Ser Thr Ser Thr Ala Tvr
65 70 75 80

Leu Glu Leu Ser Asn Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Gly Arg Tyr Tyr Asp Met Leu Thr Arg Gly Gly Tyr Phe Asp
100 105 110

Tyr Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser vVal Val
130 135 140

Thr Gln Pro Pro Ser Val Ser Ala Ala Pro Gly Gln Lys Val Thr Ile
145 150 ) 155 160

Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Tyr Val Ser Trp
165 170 175

Tyr Arg Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Asp Ser
180 185 190

1817 .
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Asn Ljs Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Lys Ser
195 200 . 205

Gly Ser Ser Ala Thr Leu Gly Ile Thr Gly Leu Gln Thr Gly Asp Glu
210. 215 220

Ala Asp Tyr Tyr Cys Gly Thr Trp Asp Ser Gly Leu Ser Ala Val Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly
245 250

<210> 1552
<211> 259
<212> PRT
<213> Homo sapiens

<400> 1552
Glu val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Glu Ala Ser Ala Glu Leu Phe Ala Ser Ser
20 25 ’ 30

Asp Ile Asn Trp Val Arg Arg Ala Thr Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Val Asn Pro Ser Ser Gly Asn Ala Gly Tyr Ala Glu Lys Phe
50 55 60

Glu Gly Arg Val Ser Met Thr Thr Asn Ile Pro Lys Lys Thr Val Tyr
65 70 ] 75 80

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Thr Gly Tyr Asp Ile Leéu Thr Gly Tyr Tyr Met Gly Ser
100 105 110

Ala Phe Asp Gln Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln
130 135 . 140

Ala Val Leu Thr Gln Pro Ser Ser Leu Ser Ala Ser Pro Gly Ala Ser
145 150 155 160

18138
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Ala

Arg

Leu

Ser

Leu

225

Ile

val

3

Ser Leu

Ile Tyr

Arg Tyr

195

Arg Phe

210

Ile Ser

Trp His

Leu Thr

<210> 1553
<211> 257
<212> PRT

<213>

<400> 1553
Gln vVal Gln Leu Gln

1

Ser

Ala

Gly

Gln

65

Met

Val Lys

Ile Ser
35

Gly Ile
50

THr Cys
165

Trp Phe

180

Gln Ser

Ser Gly

Gly val

Ser Gly
245

Homo sapiens

5

Val Ser
20

Trp Val

Ile Pro

Gly Arg Val Thr

Glu Leu Ser Ser

85

Thr

Gln

Asp

Ser

Gln

230

Gly

Gln

Cys

Arg

Ile

Ile

70

Leu

Leu

Gln

Ser

Lys

215

Ser

Ser

Ser

Lys

Gln

Phe

55

Thr

Arg

Arg
Lys
Asp
200
Asp

Glu

Val

Gly
Ala
Ala

40
Gly

Ala

Ser

Ser
Pro
185
Asn
Ala

Asp

Phe

Ala
Ser

25
Pro
Thr

Asp

Glu

Asp

170

Gly

Asn

Ser

Glu

Gly
250

Glu

10

Gly

Gly

Ala

Lys

Asp
90

1819

Ile

Ser

Leu

Ala

Ala

235

Gly

val

Gly

Gln

Asn

Ser

75

Thr

Asn

Pro

Asp

Asn

220

Asp

Gly

Thr

Gly

VT

Thr

Ala

Leu

Pro

Ser

205

Ala

Tyr

Thr

Lys

Phe

Leu

45

Ala

Ser

Val

Glu

Arg

190

Gly

Gly

His

Gln

Pro

Ser

30

Glu

Gln

Thr

YL

Thr

175

TYyY

val

Ile

Cys

Leu
255

Gly

15

Ser

Trp

Lys

Ala

VY
a5
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sSer

Leu

Pro

Leu

Met

240

Thr

Ser

Tyr

Met

Phe

Tyr
80

Cys
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Ala
Tyr
Ser
Ser
145
Gly
Ser
Leu
Phe
Leu
225

Ser

Gly

<210>
<21ll>
<212>
<213>

<400>

Arg
YT
Ser
130
Ala
Gln
Asn
Leu
Ser
210

Gln

Leu

Asn

Tyr

115

Gly

Gln

Arg

Ile

Ile

195

Gly

Ser

Asn

1554
251
PRT
Homo sapiens

1554

Gly

100

Gly

Gly

Ser

val

val

180

Asn

Ser

Glu

Gly

Tyr

Met

Gly

val

Thr

165

His

Ser

Lys

Asp

Trp
245

Gln val Gln Leu Gln

1

5

Ser Leu Arg Leu Ser

Ala Met His Txp Val Arg Gln Ala

'35

20

Tyxr

Asp

Gly

Leu

150

Ile

Trp

Asn

Ser

Glu

230

val

Asp

Val

Ser

135

Thr

Ser

Tyr

Tyr

Gly

215

Ala

Phe

Ile
Trp
120
ély
Gln
Cys
Gln
Leu
200
Thr

Asp

Gly

Glu Ser Gly

Cys Ala Ala

Leu

105

Gly

Gly

Pro

Ser

Gln

185

Arg

Ser

TvYr

Gly

Thr

Gln

Gly

Pro

Gly

170

Phe

Pro

Ala

Tyr

Gly

. 250

Gly

Sér
25

Pro

Gly
10

Glu

Gly

1820

Gly Tyr Tyr

Gly Thr Leu
125

Gly Ser Gly
140

Ser Ala Ser
155

Ser Ser Ser
Pro Gly Ser

Ser Gly val
: 205

Ser Leu Ala
220

Cys Ala Ser
235

Thr Lys Val

val val Gln
Phe Thr Phe

Lys Gly Leu
. 45

Leu

110

val

Gly

Gly

As1

Ala

190

Pro

Ile

Trp

Thr

Pro

Ser
30

Glu

Trp

Thx

Gly

Thr

Ile

175

Pro

Asp

Ser

Asp

val
255

Gly
15

Asn

Trp
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val
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160
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Arg
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240

Leu
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Ala

Lys

65

Leu

Ala

TYY

- Ser

Thr

145

Ser

Tyr

Asn

Ala

Ala

225

Phe

val

50

Gly

Gln

Arg

Trp

Gly

130

Gln

Trp

Gln

Leu

Thr

210

Asp

Gly

TIle

Arg

Met

Glu

Gly

115

Gly

Pro

Ser

Gln

Arg

195

Ser

Tyr

Gly

<210> 1555
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1555

Ser

Phe

Asn

Asn

100

Gln

Gly

Ser

Gly

Leu

180

Pro

Ala

Tyr

Gly

Tyr

Thr

Ser

85

Tyr

Gly

Gly

Ser

Ser
165

Pro

Ser

Ala

Cys

Thr
245

Asp
Ile

70
Leu
AsD
Thr
Ser
Asp
1‘5 0
Gly
Gly
Gly
Leu
Ala

230

Lys

Gly
Ser
Arg
Ser
Leu
Gly
135
Ser
Ser
Thr
Val
Ala
215

Ala

Val

Thr

Ala

Leu

val

120

Gly

Gly:

Asn

Ala

Pro

200

Ile

Trp

Thr

Tvyr
AsSp
Glu
Thr
105
Thr
Gly
Thr
Ile
Ser
185
Asp
Ser

Asp

val

Lys

Asn

Asp

90

Gly

val

Gly

Pro

Gly

170

Lys

Arg

Gly

Asp

Leu
250

1821

Ser

Sexr

75

Thr

Tyr

Ser

Ser

Gly

155

Ser

Leu

Phe

Leu

Thr

235

Gly

Tyr

60

Lys

Ala

Tyr

Ser

Ala

140

Gln

Asn

Leu

Ser

Gln

220

Leu

Ala

Asn

val

Asn

Gly

125

Gln

Arg

Ala

Ile

Gly

205

Ser

Asn

Asp

Ser

Tyr

TYyr

110

Gly

Ala

val

val

Tyr

190

Sexr

Glu

Ala

Ser

Leu

Tyr

95

Phe

Gly

val

Thr

Ser

175

Ser

Lys

AsSp

Glu

PCT/US02/36496

Met

Tyr

80

Cys

ASp
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Leu

Ile
160

Trp

Asn
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Glu

val
240
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Gln Vai Gln Leu vVal Pro Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 : 5 . 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tvr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
' 85 90 95

Ala Arg Thr His Tyr Asp Ile Leu Thr Gly Tyr Tyr Ser His Pro Leu
100 105 110

Asp Tyr Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

- Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Ser
130 135 140

Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val
145 : 150 155 . 160

Thr Ile Thr Cys Gln Gly Asp Ser Leu Arg Thr Tyr Pro Thr Thr Trp
165 170 175

Tyf Gln Gln Arg Pro Arg Gln Ala Pro Val Ala Val Ile Ser Gly Lys
180 185 190

Asn Tyr Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Thr Ser
195 200 205

Gly Asp Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu
210 215 - 220

Ala Asp Tyr Tyr Cys Met Ser Arg Asp Ser Ser Gly Thr Phe val Leu
225 ’ 230 ‘ 235 240

- 1822
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Phe Gly Gly Gly Thr Lys Val Thr val Leu Ser
’ 245 . 250

<210> 1556
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1556
Glu vVal Gln Leu Vval Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp vVal Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg vVal Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Vval Tyr Met

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala vVal Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Leu Ser Ile val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Arg Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly Gly
. 115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val val
130 135 140

Thr Gln Pro Pro Ala Val Ser Ala Ala Pro Gly Gln Lys Val Thr Ile
145 150 155 160

Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Tyr Tyr Val Ser Trp
165 170 175

Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Asp Asn
180 ‘ . 185 190

Asp Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Val Ser Lys Ser
195. - 200 205

1823
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3

Gly Thr Ser Ser Thr Leu Ala Ile Thr Gly Leu Gln Thr Gly Asp Glu
210 215 : 220

Ala Asp Tyr Tyr Cys Gly Thr Trp Asp Ser Ser Leu Ser Ala Gly val
225 ‘ 230 235 240

Phe Gly Gly Gly Thr Lys Val Thr Val Leu Gly
245 250

<210> 1557

<211> 252

<212> PRT

<213> Homo sapiens . -

<400> 1557
Gln val Gln Leu Val'Gln Ser Gly Ala Glu Val Lys Arg Pro Gly Ala

1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ile Ser Tvr
20 25 30

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Ser Ile Tyr Glu Asp Lys Val Lys Tyr Ala Glu Lys Phe
50 55 60

Gln Gly Arg Leu Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 , 80

Met Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 a5

Ala Arg Val Pro Tyr Asp Ile Leu Thr Gly Tyr Trp Gly Ala Phe Asp
100 ' 105 110

Val Trp Gly Arg Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val Leu
130 135 140

Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln Arg Val Thr Ile
145 150 155 160

1824
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Ser CstThr Gly Ser Ser Ser Asn Thr Gly Ala Gly Tyr Asp Val His
165 . 170 175

Trp Tyr Lys Gln Leu Pro Arg Thr Ala Pro Gln Leu Leu Ile Tyr Arg
180 185 190

Asn Asn Asn Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys
’ 195 200 205

Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Glu Tyr Tyr Cys Gln Ser Tyr Asp Thr Ser Leu Ser Gly Ser
225 230 235 240

val Phe Gly Gly Gly Thr Lys Val Thr val Leu Gly
245 250

<210> 1558
<211> 256
<212> PRT
<213> Homo sapiens

<400> 1558
Gln Val Gln Leu Val Gln Ser Gly Ala Asp Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Asn Phe Met Asn Tyr
20 25 30

Asp Ile Asn Trp Val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met
35 40 45

Gly Trp Met Asn Pro Lys Ser Gly Lys Thr Asp Ser Ala Glu Lys Phe
50 55 ! 60

Glu Gly Arg Val Thr Met Thr Thr Asp Thr Ser Arg Asp Thr val Tyr
65 70 75 - 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Phe Cys
85 90 95

Ala Arg Gly Ser Gly Tyr Asp Leu Leu Thr Gly Tyr Phe Thr Gly Ser
100 105 110

Pro Leu Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr val Ser Ser Gly
115 120 - 125 '

125 e
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Gly Gly
130

Ser Val
145

val Thr

Tyr Val

Leu Tyr

Gly Ser
210

Ala Asp
225

Asn Phe

Gly

Leu

Ile

Ser

Glu

195

Lys

Asp

Ala

<210> 1559
<211l> 256
" <212> PRT
<213> Homo sapiens

<400> 1559
Gln Val Gln Leu Val

1

Ser

Thr

Ser

Trp

180

Val

Ser

Glu

Gly

Gly

Gln

Cys

165

Tyr

Thr

Gly

Ala

Val
245

5

Ser Val Lys Val Ser

20

Asp‘Ile Asn Trp Val

35

Gly Trp Met Asn Pro

50

Glu Gly Arg Val. Thr

65

Gly

Pro

150

Thr

Gln

Lys

Asn

Thr

230

Phe

Gln

Cys

Arg

Lys

Met
70

Gly

135

Pro

Gly

Gln

Arg

Thr

215

TyT

Gly

Ser

Lys

Gln

Ser

55

Thr

Gly

Ser

Thr

Tyr

Pro

200

Ala

Phe

Gly

Gly

Ala

Ala

40

Gly

Thr

Ser

Ala

Ser

Pro

185

Ser

Ser

Cys

Gly

Ala
Ser

25
Pro

Lys

Asp

1826

Gly

Ser

Asn

170

Gly

Gly

Leu

Ser

Thr
250

AsSp

-10

Gly

Gly

Thr

Thr

Gly

Gly

155

Asp

Arg

val

Thr

Ser

235

Lys

val

Tyr

Glu

Asp

Ser
75

Gly

140

Ser

val

Ala

Pro

val

220

Phe

Leu

Lys

Asn

Gly

Ser

60

Arg

Gly Ser Ala

Pro Gly Gln

Ser Ala Tyr
175

Pro Lys Leu
190

Asp Arg Phe
205

Ser Gly Leu

Ala Gly Ser

Thr val Leu
255

Lys Pro Gly
15

Phe Met Asn
30

Leu Glu Trp
45

Ala Glu Lys

Asp Thr Val
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160

Lys

Ile

Ser

Gln

Asn

240

Gly

Ala

Tyxr

Met

Phe

YT
80
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Met

Ala

Pro

Gly

Ser
145

Val

Tyr

Leu

Gly

Pro

225

Ser

<210>
<211>
<212>
<213>

<400>

Glu

Arg

Leu

Gly
130

val

Ala

val

Tyr

Cys

210

Asp

Phe’

Leu
Gly
Asp
115
Gly
Leu
Ile
Ser
Glu
195
Lys

Asp

Ala

1560
250
PRT
Homo sapilens

1560

Ser

Ser

100

Tyr

Ser

Thr

Ser

Trp

180

val

Sexr

Glu

Gly

Arg

85

Gly

Trp

Gly

Gln

Cys

165

Tyr

Thr

Ala

ASp

val
245

Gln vVal Gln Leu Leu

1

5

Ser Val Lys val Ser

20

Gly Ile Ser Trp Val

35

Leu

Tyr

Gly

Gly

Pro

150

Thr

Gln

Asn

Asn

Thr

230

Phe

Arg

Asp

Gln

Gly

135

Pro

.Gly

Gln

Arg:

Thr
215

TyY

Gly

Ser

Leu

Gly

120

Gly

Ser

Thr-

Tyr

Pro

200

Ala

Phe

Gly

Gln Ser Ala

Cys Lys Ala

Arg Gln Ala

40

Asp Asp
90

Leu Thr
105

Thr Leu

Ser Gly

Ala Ser

Ser Asn
170

Pro Gly
185

Ser Gly

Ser Leu

Cys Sexr

Gly Thr
250

Ala Glu
10

Ser Gly
25

Pro Gly

1827

Thr Ala val Tyr

Gly Tyr Phe Thr

Phe
95

Gly

110

val Thr val Ser

125

Gly Gly Gly Ser
140

Gly Ser Pro Gly
155

Asp Val Ser Ala

Arg Ala Pro Lys
190

Val Ile Asp Arg
205

Thr Val Ser Gly
220

Ser Phe Ala Gly
235

Lys Leu Thr Val

Val Lys Lys Pro

Tyr Thr Phe Thr
30

Ser

Ala

Gln

Tvyr

175

Leu

Phe

Leu

Ser

Leu
255

Gly
15

Ser
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Cys
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Gln

Ser

160

Lys

Ile

Ser

Gln

Ser

240

Gly

Ala

Tyr

Gln Gly Leu Glu Trp Met

45
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Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr aAla Tyr
65 ‘ : 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Val Tyr Tyr Asp Ile Leu Thr Gly Tyr Asn Leu Phe Phe Asp
100 105 110

Tyr Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 ) 120° ' S 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser GIn Ser Val Leu Thr
130 135 140

Gln Pro Pro Ser Val Ser Gly Pro Pro Gly Gln Ser Ile Thr Ile Ser
145 150 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 170 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser'Thr Arg Val Phe
225 - 230 235 240

Gly Gly Giy Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1561

<211> 250

<212> PRT

<213> Homo sapiens,

<400> 1561
1828
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Gln Va-l an Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 : 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 : 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tvr Cys
85 90 95

Ala Arg Val Tyr Tyr Asp Ile Leu Thr Gly Tyr Asn Leu Phe Phe Asp
100 105 110

Tyr Trp Gly Lys Gly Thr Met Vval Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

‘Ser Gly Gly GIy Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 . 135 140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 . 150 155 160

Cye Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 ‘ 170 175

His Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 , 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser '
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg vVal Phe
225 " 230 235 240
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Gly Gly'ply Thr Lys Leu Thr Val Leu

<210>
<211>
<212>
<213>

<400>

1562
251
PRT
Homo sapiens

1562

Gln Val Gln

1

.Ser
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Gly

Cln

65

Met

Ala

ASD

Gly

Thr

145

Ser

Trp

Gly

val

Ile

Trp

50

Gly

Glu

Arg

Tyr

Ser

130

Gln

Cys

TYT

sSer

Lys

Ser

35

Ile

Arg
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Met

Trp

115

Gly

Pro

Thr

Gln

Lys
195

Leu

val

20

Trp

Ser

val

Arg

Glu

100

Gly

Gly

Ala

Gly

Gln

180

Arg

245

val Gln
5

Ser Cys

vVal Arg

Ala Tyr

Thr Met
70

Ser Leu
85

Tyr Asp

Gln Gly

Gly Gly

Ser Val

150

Thr Ser
165

His Pro

Pro Ser

Ser

Lys

Gln

Asn

55

Thr

AXg

Ile

Thr

Ser

135

Ser

Ser

Gly

Gly

Gly

Ala

Ala
40

Gly

Thr

Ser

Leu

Thr

120

Gly

Gly

ASp

Lys

val
200

Ala

Ser

25

Pro

Asn

Asp

Asp

Thr

105

val

Gly

Ser

Val

Ala

185

Ser

1830

Gly
250

Glu

10

Gly

Gly

Thr

Thr

AsSp

90

Gly

Thr

Gly

Pro

Gly

170

Pro

Asn

val

Tyr

Gln

Asn

Sexr

75

Thr

Tyr

vVal

Gly

Gly

155

Gly

Lys

Arg

Lys

Thr

Gly

Tyxr

" 60

Thr

Ala

Tyr

Ser

Ser

140

Gln

Tyr

Leu

Phe

Lys

Phe

Leu

45

Ala

Ser

val

Gly

Ser

125

Gln

Ser

Asn

Met

Ser

- 205

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gly

110

Gly

Ser

Ile

Ile
190

Gly

Gly
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Ala

15

Sexr

Trp

Lys

Ala

Tyr

95

Tyr

Gly

Val'

Thr

r Val

175

Tyr

Ser

Tyr

Met

Leu

Tyr

80

Cys

Phe

Gly

Leu

Ile

160

Ser

Glu

Lys
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3

Pro Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 . 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 ' 250 -

<210> 1563
<211> 250
<212> PRT
<213> Homo sapiens

<400> 1563

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn Lys His
20 25 - 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr
65 70 75 80

Met Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu
100 105 110

Asp Met Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Pro Val
130 135 140,

Leu Thr Gln Pro Pro Ser Val Ser Val Ala Pro Gly Gln Thr Ala Thr
145 150 ) 155 160
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Leu Thr

Gln Gln

val Arg

Asn Thr
210

Ala Tyr
225

Gly Gly

cys

Lys

Pro

195

Ala

Tyr

Gly

<210> 1564
<211> 250
<212> PRT
<213> Homo sapiens

<400> 1564

Gln val
1

Ser Val
Ala Ile
Gly Gly

50

Gln Gly
65
Met Asp

Ala Arg

Asp Met

Gln

Lys

Ser

35

Ile

Arg

Leu

Glu

Trp
115

Gly

Pro

180

Ser

Thr

Cys

Thr

Leu

val

20

Trp

Leu

val

Ser

Leu

100

Gly

Gly
165
Gly
Gly
Leu

Gln

Lys
245

val
5
Ser
val
Pro
Thr
Arg
85

Gly

Lys

Thr

Gln

Ile

Thr

val

230

Leu

Gln

Cys

Arg

Met

Ile

70

Leu

Leu

Gly

Asn

Ala

Pro

Ile

215

Trp

Thr

Ser

Arg

Gln

TYyxr

55

Thr

AXg

Ser

Thr

Phe

Pro

Glu

200

Ser

ASp

val

Gly

Ala

Ala

40

Gly

Ala

Tyr

Ile

Leu
120

Gly
val
185
Arg
Arg

Ser

Leu

Ala
Ser

25
Pro
Thr
Asp

Glu

val

105

Val

Arg

170

Leu

Leu

val

Gly

Gly
250

Glu

10

Gly

Gly

Ala

Lys

Asp

90

Gly

Thr

1832

Gln
Ala
Ser
glu

Ser
235

Val
Gly
Arg
Asn
Leu

75
Thr
Ala

val

Ser

Ile

Gly

Ala

220

Asp

Lys

Ser

Gly

Tyr

60

Thr

Ala

Thr

Ser

Val

Tyr

Ser

205

Gly

val

Lys

Phe

Leu

45

Ala

Asn

val

Thr

Ser
125

His

His

180

Lys

Asp

val

Pro

Asn'

30

Glu

Gln

Thr

Tyr

Gly

110

Gly

Trp

175

Asp

Ser

Glu

val

Gly

15

Axrg

Trp

Lys

val

Tyr

95

Ala

Gly
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Tyr

Asp

Gly

Phe
240

Ser

His

Met

Phe

Tyxr

80

Cyé

Leu

Gly
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Pro Val
130 135 140

Leu Thr Gln Pro Pro Ser Val Ser Val Ala Pro Gly Gln Thr Ala Thr
145 150 155 160

Leu Thr Cys Gly Gly Thr Asn Phe Gly Arg Gln Sexr Val His Trp Tyr
165 170 175

Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Ala Ile Tyr His Asp Asp
' 180 185 190

vVal Arg Pro Ser Gly Ile Pro Glu Ary Leu Ser Gly Ser Lys Ser Gly
195 200 205

Asn Thr Ala Thr Leu Thr Ile Ser Arg Val Glu Ala Gly Asp Glu Ala
210 215 220

Ala Tyr Tyr Cys Gln Val Trp Asp Ser Gly Ser Asp Val val vVal Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1565
<211> 250
<212> PRT
<213> Homo sapiens

<400> 1565 '
Gln Val Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn Lys His
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Léu Glu Trp Met
35 40 45

Gly Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 . 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr
65 ) 70 - 75 ' 80

1833 -



WO 03/055979

Met Asp peu Ser Arg
85

Ala Arg Glu Leu Gly
100

Asp Met Trp Gly Lys
115

Gly Ser Gly Gly Gly
130

Leu Thr Gln Pro Pro
145

Ile Ser Cys Ser Gly
165

Trp Tyr Gln Gln Ile
180

Asn Asn Lys Arg Pro
185

Ser Gly Ala Ser Ala
210

Glu Ala Asp Tyr Tyr
225 :

Gly Gly Gly Thr Lys
245

<210> 1566
<211> 250
<212> PRT
<213> Homo sapiens

<400> 1566
Gln vVal Gln Leu Val
1 5

Ser Val Lys Val Ser
20

Ala Ile Ser Trp Val
35

Leu

Leu

Gly

Gly

Ser

150

Ser

Pro

Ser

Thr

Cys

230

Leu

Gln

Cys

Arg

Arg Tyr
Ser Ile

Thr Leu
120

Ser Gly
135

val Ser
Ser Ser
Gly Thr
Gly Ile

200

Leu Asp
215

Gly Thr

Thr val

Ser Gly
Arg Ala

Gln Ala
40

Glu Asp
- 90

val Gly
105

val Thr
Gly Gly
Ala Als
Asn Ile

170

Ala Pro
185

Pro Asp
Ile Thr

Trp His

Leu Gly
250

Ala Glu
10

Ser Gly

Pro Gly

1834

Thr Ala Val

Ala Thr Thr

Val Ser Ser
125

Gly Ser Ala
140

Pro Gly Gln
155

Gly Asn Asn

Lys Leu Leu

Arg Phe Ser
205

Gly Leu Gln
220

Ser Ser Gln
235

val Lys Lys

Gly Ser Phe

Arg Gly Leu
45

Tyr

Gly

110

Gly

Gln

Lys

Tyr

Ile

190

Gly

Thr

Val

Pro

Asn
30

Glu

Tyx

95

Ala

Gly

Ser

val

val
175

‘Tyr

Ser

Gly

Val

Gly
15

Arg

Trp
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Cys

Leu

Gly

val

Thr

160

Ser

Glu

Lys

ASp

Phe
240

Ser

His

Met



WO 03/055979 PCT/US02/36496

Gly Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr val Tyr
65 70 75 80

Met Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyxr Tyr Cys
85 90 95

Ala Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu
100 105 : 110

Asp Met Trp Gly Lys Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val
130 . 135 ’ 140

Leu Thr Gln Pro Pro Ser Val Ser Ala Ala Pro Giy Gln Lys Val Thr
145 150 155 160

Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Asn Asn Tyr Val Ser
165 170 175

Trp Tyr‘Gln Gln Ile Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Glu
180 185 190

Asn Asn Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Lys
195 . 200 205

Ser Gly Ala Ser Ala Thr Leu Agp Ile Thr Gly Leu Gln Thr Gly Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Gly Thr Trp His Ser Ser Gln Val vVal Phe
225 230 235 ) 240

Gly Gly Gly‘Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1567
<211l> 259
<212> PRT
<213> Homo sapiens

<400> 1567
1835
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Gln

Ser

Tyr

Gly

Gln

65

Met

Ala

Ala

Ala

Gly

145

2la

Ile

Pro

Asp

Ser
- 225

Met

val

Met

Trp

50

Gly

Glu

Arg

Pro

Thr

130

Gly

Pro

Gly

Lys

Axg

210

Gly

lGln

Lys

His

35

Ile

Arg

Leu

Asp

Ala

115

val

Gly

Gly

Asn

Leu

195

Phe

Leu

val

20

Trp

Asn

val

Ser

Arg

100

Gln

Sexr

sSer

Gln

Asn

180

Met

Ser

Gln

val

Ser

val

aAla

Thr

Gly

85

Gly

Gly

Ser

Gln

Lys

165

Tyr

Ile

Gly

Ser

Gln
Cys
Arg
Gly
Ile

70
Leu
Ala
val
Gly
Ser
150
val
val
VY

Ser

Glu
230

Ser
Lys
Gln
Asn

55
Thr
Arg
Pro
Ala
Gly
135
val
Thr
Ser
Asp
Lys
215

Asp

Gly

Ala

Ala

40

Ser

Ser

Ser

Asn

Phe

120

Gly

Leu

Ile

Trp

val

200

Ser

Glu

Ala

Ser

25

Pro

Asn

Asp

Glu

Tyr

105

ASp

Gly

Thr

Ser

TyTr

185

Ser

Gly

Ala

Glu

10

Gly

Gly

Thr

Thr

AsSD

ASp

Ile

Ser

Gln

Cys

170

Gln

Lys

Asn

Asp

1836

Val

VT

Gln

Lys

Ser

75

Thr

Ile

Trp

Gly

Pro

155

Ser

Gln

Arg

Ser

Tyr
235

Lys

Thr

Gly

Tyr

60

Ala

Ala

Leu

Gly

Gly

140

Pro

Gly

His

Pro

Ala
220

Tyr

Lys

Phe

Leu

45

Ser

Ser

val

Thr

Lys

125

Gly

Ser

Ser

Pro

Ser

205

Ser

Cys

Pro

Thr

30

Glu

Gln

Thr

TYyY

Gly

110

Gly

Gly

Val

Thr

Gly

190

Gly

Leu

Ala

Gly

Ser

Trp

Lys

Ala

Tyr

95

YT

Thr

Ser

Ser

Ser

175

Lys

val

ASp

Ala
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Ala

Met

Phe

Tyr

80

Cys

Tyr

Leu

Gly

Ala

160

Asn

Ala

Pro

Ile

Trp
240
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Asp Asp Ser Leu Ser Glu Phe Leu Phe Gly Thr Gly Thr Lys Leu Thr
: 245 - 250 255

Val Leu Gly

<210> 1568

<211> 244

<212> PRT .
<213> Homo sapiens

<400> 1568
Glu val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Val Ser Ser Arg
20 25 30

Thr Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Gly Ser Leu Pro Pro Ser Gly Ala Pro Ile Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Ala Leu Thr Asn Thr Ala Phe
65 70 75 80

Met Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gln Gly Arg Tyr Leu Asp Leu Trp Gly Lys Gly Thr Leu
100 105 V 110

Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Ala Gln Ala Val Leu Thr Gln Pro Ser Ser Val Ser
130 135 ' 140

Gly Ala Pro Gly Gln Arg Val Thr Ile Ser Cys Thr Gly Ser Arg Ser
145 150 155 160

Asn Ile Gly Ala Gly Tyr Asp Val His Trp Tyr Gln Gln Leu Pro Gly
165 . 170 ] 175

Thr Ala Pro Lys Leu Leu Ile Tyr Gly Asn Ser Asn Arg Pro Ser Gly
- 180 185 190
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3

Val Pro Asp BArxrg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu
185 - 200 205

Ala Ile Thr Gly Leu Gln Ala Asp Asp Glu Ala Asp Tyr Tyr Cys Gln
210 215 220

Ser Tyr Asp Thr Ser Leu Arg Gly Leu-Phe Gly Thr Gly Thr Lys Val
225 230 235 ' 240

Thr Val Leu Gly

<210> 1569
<211l> 244
<212> PRT
<213> Homo sapiens

<400> 1569
Gln Val Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr VvVal Ser Ser Arg
20 .25 30

Thr Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ser Leu Pro Pro Ser Gly Ala Pro Ile Tyr Ala Gln Lys Phe
50 55 60 .

Gln Gly Arg Val Ala Ile Thr Ala Asp Ala Leu Thr Asn Thr Ala Phe
65 70 75 80

Met Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gln Gly Arg Tyr Leu Asp Leu Trp Gly Gln Gly Thr Met
100 105 110

Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
115 120 - 125 ‘

Gly Gly Gly Ser Ala Gln Ala Val Leu Thr Gln Pro Sexr Ser Ala Ser
130 : © 135 140
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Gly
145
Asp
Ala
Pro
Ile
Trp
225

Thr

Th-r
Ile
Pro
Asp
Ile
210

Asp

val

Pro

Gly

Lys

Arg

195

Gly

Asp

Leu

<210> 1570
<211l> 249
<212> PRT
<213> Homo sapiens

<400> 1570
Gln val Gln

1

Ser

Ile

Gly

Gly

65

Asp

val

Ser

Ile
50

Arg

Leu

Glu

Lys

Trp

35

Leu

val

Ser

Leu

Gly

Tle

Leu

180

Phe

Leu

Ser

Gly

Leu

val

20

val

Pro

Thr

Arg

Gly
100

Gln

Asn

165

Leu

Ser

Gln

Leu

val

5

Ser

Arg

Met

Ile

Leu

85

Leu

Arg

150

Ala

Ile

Gly

Ser

Thr
230

Gln

Cys

Gln

Tyx

Thr

70

Arg

Ser

Ala

val

TYyTr

Ser

Glu

215

Ala

Ser

Arg

Ala

Gly

55

Ala

Tyr

Ile

Thr
Asn
Arg
Lys
200

Asp

TyT

Gly
Ala
Pro

40
Thr
Asp

Glu

Val

Ile

Trp

Asn

185

Ser

Glu

val

Ala

Ser

25

Gly

Ala

Lys

Asp

Gly
105

Ser
Tyr
170
Asn
Gly

Ala

Phe

Glu

10
Gly
Arg
Asn
Leu
Thr

90

Ala

1839

Cys

155

Lys

Gln

Thr

Asp

Gly
235

val

Gly

Gly

Tyr

Thr

75

Ala

Thr

Ser

Gln

Arg

Ser

Tyr

220

Thr

Lys

Ser

Leu

Ala

60

Asn

val

Thr

Gly

Leu

Pro

aAla

205

Tyr

Gly

Lys

Phe

Glu

45

Gln

Thr

Tyr

Gly

Ser

Pro

Ser

190

Ser

Cys

Thr

Pro

Asn
30

Trp

Lys

val

Tyr

Ala
110

Ser
Arg
175
Gly
Leu

Ala

Lys

Gly
His
Met
Phe
Tyr
Cys

95

Leu
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Ser

160

Thr

val

Aia

Thr

vVal
240

Ser

Ala

Gly

Gln

Met

80

Ala

Asp
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Met Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
: “115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Pro Val Leu
130 135 . © 140

Thr Gln Pro Pro Ser Val Ser Val Ala Pro Gly Gln Thr Ala Thr Leu
145 150 155 : 160

Thr Cys Gly Gly Thr Asn Phe Gly Arg Gln Ser Val His Trp Tyr Gln
165 170 175

Gln' Lys Pro Gly Gln Ala Pro Val Leu Ala Ile Tyr His Asp Asp Val
180 : 185 : 190

Arg Pro Ser Gly Ile Pro Glu Arg Leu Ser Gly Ser Lys Ser Gly Asn
195 - 200 205

Thr Ala Thr Leu Thr Ile Ser Arg Val Glu Ala Gly Asp Glu Ala Ala
210 215 220

Tyr Tyr Cys Gln Val Trp Asp Ser Gly Ser Asp Val val val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr val Leu Gly
245

<210> 1571

<211> 249

<212> PRT

<213> Homo sapiens

<400> 1571
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Mét Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 : 55 . 60
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Gly

65

AsSp

Arg

Met

Ser

Thr

145

Ser

Tyr

TAsn

Gly

Ala

225

Gly

<210>
<211>
<212>
<213>

<400>

Arg
Leu
Glu
Trp
Gly
130
Gln
Cys
Gln
Lys
Ala
210

Asp

Gly

yal

Ser

Leu

Gly

115

Gly

Pro

Ser

Gln

Arg

195

ser

TYY

Thr

1572
249
PRT
Homo sapilens

1572

Thr

Arg

Gly

100

Lys

Gly

Pro

Gly

Ile

180

Pro

Ala

Tyr

Lys

Ile

Leu

85

Leu

Gly

Gly

Ser

Ser

165

Pro

Ser

Ala

Cys

Leu
245

Thr

70

Arg

Ser

Thr

Ser

val

150

Ser

Gly

Gly

Leu

Gly
230

Thr

Ala

TYY

.Ile

Leu

Gly

135

Ser

Ser

Thr

Ile

Asp

215

Thr

val

AsSp

Glu

val

val

120

Gly

Ala

Asn

Ala

Pro

200

Ile

Trp

Leu

Lys
Asp
Gly
105
Thr
Gly
Ala
Ile
Pro
185
Asp
Thr

His

Gly

Leu
Thr

90
Ala
val
Gly
Pro
Gly
170
Lys
Arg
Gly

Ser

Thr

75

Ala

Thr

Ser

Ser

Gly

155

Asn

Leu

Phe

Leu

Ser
235

Asn

Val

Thr

Ser

Ala

140

Gln

Asn

Leu

Ser

Gln

220

Gln

Thr

Tyr

Gly

Gly

125

Gln

Lys

Tyxr

Ile

Gly

205

Thr

Val

Val

TyY

Ala

110

Gly

Ser

val

val

Tyr

190

Ser

Gly

val

Tyr
Cys

a5
Leu
Gly
val
Thr
Ser
175
Glu
Lys

Asp

Phe
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Met

80

Ala

Asp

Gly

Leu

Ile

160

Trp

Asn

Ser

Glu

Gly
240

Gln Val His Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1

5

102

15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala

20

25

1841
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Ile

Gly

65
ASp
Arg
Met
Ser
Thr
145
Ser
Tyr
Asn
Gly
Ala
225

Gly

Ser

Ile

50

Arg

Leu

Glu

Trp

Gly

130

Gln

Cys

Gln

Lys

Ala
210

Asp

Gly

Trp Val
35

Leu‘Pro
Val Thr
Ser Arg
Leu Gly

100

Gly Lys
115

Gly Gly
Pro Pro
Ser Gly
Gln Ile

180

Arg Pro
195
Ser Ala

Tyr Tyr

Thr Lys

<210> 1573
<211> 249

Arg

Met

Ile

Leu

85

Leu

Gly

Gly

Ser

Ser

165

Pro

Ser

Thr

Cys

Leu
245

Gln

Tyr

Thr

70

Arg

Ser

Thr

Ser

val

150

Ser

Gly

Gly

Leu

Gly

230

Thr

Ala

Gly

55

Ala

Ty

Ile

Leu

Gly

135

Ser

Ser

Thr

Ile

Asp

215

Thr

val

Pro

40

Thr

Asp

Glu

val

val

120

Gly

Ala

Asn

Ala

Pro

200

Ile

Trp

Leu

Gly
Ala
Lys
Asp
Gly
105
Thr
Gly
Ala
Ile
Pro
185
AsSp
Thr

His

Gly

Arg

Asn

Leu

Thr

g0

Ala

Val

Gly

Pro

Gly

170

Lys

Arg

Gly

Ser

1842

Gly

Tyr

Thr

75

Ala

Thr

Ser

Ser

Gly

155

Asn

Leu

Phe

Leu

Ser
235

Leu

Ala
60

Asn

Val

Thr

Ser

Ala

140

Gln

Asn

Leu

Ser

Gln

220

Gln

Glu

45

Gln

Thr

Tvr

Gly

Gly

125

Gln

Lys

Tyr

Ile

Gly

205

Thr

Val

Trp

Lys

vVal

Tyr

Ala

110

Gly

Ser

Val

val

™vr

190

Ser

Gly

Val

Met

Phe

Tyr

Cys

95

Leu

Gly

Val

Thr

Ser

175

Glu

Lys

Asp

Phe
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80

Ala

Asp

Gly

Leu

Ile
160

Trp

Asn

Ser

Glu

Gly
240
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<212> PRT
<213> Homo sapiens

<400> 1573 ‘
Gln vVal Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 75 ' 80

Asp Leu Ser Arg Leu Arg Tyr.Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Leu Ser Ile vVal Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val Leu
130 135 140

Thr Gln Pro Pro Ser Val Ser Ala Ala Pro Gly Gln Lys Val Thr Ile
145 150 155 - 160

Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Asn Asn Tyr Val Ser Trp
165 170 175

Tyr Gln Gln Ile Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Glu Asn
180 185 ) 190

Asn Liys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Lys Ser
195 . 200 205

Gly Ala Ser Ala Thr Leu Asp Ile Thr Gly Leu Gln Thr Gly Asp Glu
210 215 : - 220 :

g4z
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Ala Asp Tyr Tyr Cys Gly Thr Trp His Ser Ser Gln Val Val Phe Gly
225 230 . 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245 '

<210> 1574

<211> 250

<212> PRT

<213> Homo sapiens

<400> 1574
Gln Val Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
B 20 . ’ 25 : 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Val Asp Gly
35 ’ 40 45

Arg Asp Pro Pro Tyr Val Trp Tyr Ser Lys Leu Cys Thr Glu Val Pro
. 50 55 60

Arg Ala Glu Ser Arg Ser Pro Arg Thr Thr Leu Thr Asn Thr Val Tyr
65 70 75 80

Met Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Leu Gly Leu Ser Ile val Gly Ala Thr Thr Gly Ala Leu
100 : 105 110

Asp Met Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Pro Val
130 135 =~ 140 :

Leu Thr Gln Pro Pro Ser Val Ser Val Ala Pro Gly Gln Thr Ala Thr
145 150 155 160

Leu Thr Cys Gly Gly Thr Asn Phe Gly Arg Gln Ser Val His Txp Tyr
165 ‘ 170 . 175

Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Ala Ile Tyr His Asp Asp
180 185 190

1844
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1

Val Arg Pro Ser
195

Asn Thr Ala Thr
210

Ala Tyr Tyr Cys
225

Gly Gly Gly Thr

<210> 1575
<21l> 252
"<212> PRT

Gly

Leu

Gln

Lys
245

<213> Homo sapiens

<400> 1575
Gln Val Gln Leu
1

Ser Val Lys Vval
20

Ile Ser Trp Val
35

Gly Ile Leu Pro
50

Gly Arg Val Thr
65

Asp Leu Ser Arg

Arg Glu Leu Gly
100

Met Trp Gly Arg
115

Ser Gly Gly Gly
130

Val
5
Ser
Arg
Met
Ile
Leu
85
Leu

Gly

Gly

Ile

Thr

vVal

230

Leu

Gln

Cys

Gln

Tyr

Thr

70

Arg

Ser

Thr

Ser

Pro

Ile

215

Trp

Thr

Ser

Arg

Ala

Gly

Ala

Vaq

Ile

Leu

Gly
135

Glu

200

Ser

Asp

val

Gly

Ala

Pro

40

Thr

Asp

Glu

val
120

Gly

Arg
Arg
Ser

Leu

Ala
Ser

25
Gly
Ala
Lys
Asp
Gly
105

Thr

Gly

Leu
Val
Gly

Gly
250

Glu

10
Gly
Arg
Asn
Leu
Thr

90
Ala

Val

Gly

1845

Ser

Glu

Ser
235

val

Gly

Gly

Tyr

Thr

75

Ala

Thr

Ser

Ser

Gly

Ala

220

Asp

Lys

Ser

Leu

Ala

60

Asn

Val

Thr

Sexr

Ala

.. 140

Ser
205

Gly

Val

Lys

Phe

Glu

45

Gln

Thr

Tyr

Gly

Gly

125

Gln

Lys

AsSp

val

Pro

Asn

30

TrD

Lys

Val

Tyr

Ala

110

Gly

Ala

PCT/US02/36496

Ser Gly

Glu Ala

Val Phe
240

Gly Ser
15

His Ala

Met Gly

Phe Gln

Tyr Met

80

Cys Ala

95

Leu Asp

Gly Gly

val Leu
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Thr

145

Ser

Trp

Asnl

Ser

Glu

225

val

<210>
<211>
<212>
<213>

<400>

Gln

Cys

Tvr

Asn

Gly

210

Ala

Phe

Pro
3

Thr

Gln

Asn

195

Thr

His

Gly

1576
257
PRT
Homo sapiens

1576

Ser

Gly

Gln

180

Arg

Ser

Tyr

Gly

Ser

Ser

165

Leu

Pro

Ala

TYyTr

Gly
245

Gln vVal Gln Leu Val

1

Ser

Gly

Gly

Gln

Met

Ala

val

Ile

Trp

50

Gly

Asp

Arg

Lys

Ser

35

Arg

Leu

ASD

5

Val Ser

20

Trp Val

Ser Thr

val Thr

Arg Ser

85

val

150

Ser

Pro

Ser

Ser

Cys

230

Thr

Gln

Cys

Arg

YT

Met
70

Leu

Gly Arg Leu

100

‘Ser

Ser

Gly
Gly
Leu
215

Gln

Lys

Ser
Glu
Gln
Asn

55
Thr

Arg

Sexr

Gly
Asn
Thr
val
200
Ala

Ser

val

Gly
Ala
Ala

40

Gly

Thr

Ser

Tyr

Ala

Ile

Ala

185

Pro

Ile

YT

Thr

Ala

Ser
25

Pro

Asn

Asp
Asp

Asp

- 105
<1846

Pro
Gly
170
Pro
Asp

Thr

Gly

val
250

Glu

10

Gly

Gly

Thr

Thr

Asp

Ile

Gly

155

Pro

Lys

Arg

Gly

Ser

235

Leu

val

Tyxr

Gln

Arg

Ser

75

Thr

Leu

Gln
Asp
Leu
Phe
Leu
220

Ser

Gly

Lys
Thr
Gly
Tyr

60
Thr

Ala

Thr

Tyr

Leu

Ser

205

Gln

Leu

Lys

Phe

Leu

45

Pro

Ser

Val

Gly

val Ile

Asp Val
175

Ile Tyx
190
Gly Ser

Ala Glu

Ser Gly

Pro Gly

Thr Ser
30

Glu Trp

Gln Lys

Thr ala

Tyr Tyr
95

Tyr Tyr
110

PCT/US02/36496

Ile

160

His

Gly

Lys

Asp

Val
240

Ala

Tyx

Met

Leu

Tyx

80

Cys

Ala
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Arg

vVal

Gly

145

Gly

Gly

Lys

Arg

Gly

225

Thr

Gly

<210>
<211>
<212>
<213>

Asp
Ser
130
Ser
Gln
Tyx
Leu
Phe
210

Leu

Arg

Tyxr

115

Ser

Gln

Ser

Asn

Met

195

Ser

Gln

Ser

1577
241
PRT
Homo sapiens

. <400> 1577
Gln Val Gln Leu Val Gln Ser Gly

1

Tvr

Gly

Ser

Ile

Tyr

180

Ile

Gly

Ala

Thr

Gly

Gly

Val

Thr

165

val

Tyr

Ser

Glu

Arg
245

5

Met

Gly

Leu

150

Ile

Ser

Glu

Lys

Asp

230

val

Asp Asp
120

Gly Ser
135

Thr Gln

Ser Cys

Trp Tyr

Gly Ser

200

Ser Gly
215

Glu Ala

Phe Gly

Ser Val Lys Val Ser Cys Lys Ala

20

Ala Ile Ser Trp Val Arg Gln Ala

35

40

Trp
Gly
Pro
Thrx
Gln
185
Lys
Asn

Asp

Gly

Ala

Ser
25

Pro

Gly Arg Gly

Gly Gly Gly
140

Ala Ser Vval
155

Gly Thr Ser
170

Gln His Pro

ArgAPro Ser

Thr Ala Ser
220

Tyr Tyr Cys
235

Gly Thr Lys
250

Glu Vval Lys
10

Gly Gly Thr

Gly Gln Gly

84T

Thr

125

Ser

Ser

Ser

Gly

Gly

205

Leu

Ser

Leu

Lys

Phe

Leu
45

Met

Gly

Gly

Asp

Lys

190

val

Thr

Ser

Thr

Pro

Ser
30

val

Gly

Ser

val

175

Ala

Ser

Ile

Tyr

Val
255

Gly
15

Ser

PCT/US02/36496

Thr
Gly
Pro

160

Gly
Pro
Asn
Ser
Thr

240

Leu

Ser

Tyr

Glu Trp Met
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Gly
Gln

65
Met
Ala
Leu
Gly
Ser
145
Gly
Pro
Ser
Ser
Ser

225

Arg

<210>
<211>
<212>
<213>

<400>

Gly

50
Gly
Glu
Ser
Val
Gly
130
Ala
Ile
Lys
Arg
Ser
210

Asp

;1e

Arg

Met

Ser

Thr
115

Gly

Ser

Asn

Leu

Phe

185

Leu

Tyr

1578
254
PRT .
Homo sapiens

1578

Ile

val

Ser

Glu

100

val

Gly

val

Asn

Leu

180

Ser

Gln

Pro

Pro

Thr

Ser

85

Gly

sSexr

Ser

Gly

TV

165

Met

Gly

Pro

Leu

Ile

Ile

70

Leu

Thr

Ser

Asp

Asp.

150

Leu

TYyY

Ser

Glu

Thr
230

Phe

55

Thr

Lys

Ile

Gly

Ile

135

Arg

Ala

Ala

Gly

Asp

215

Phe

Gly

Ala

Phe

Phe

Gly

120

Gln

val

Trp

Ala

Ser

200

Phe

Gly

Thr

Asp

Glu

Gly

105

Gly

Met

Thr

TYyT

Ser

185

Gly

Ala

Gly

Ala

Asp

Asp

90

val

Gly

Thr

Ile

Gln

170

Ser

Thr

Thr

Gly

Asn

Leu

75

Thr

AsSD

Sexr

Gln

Thr

155

Gln

Leu

Asp

TYyxY

Thr
235

Tvr
60

Thr

‘Ala

Trp

Gly

Ser

140

Cys

Lys

Gln

Phe

Tyr

220

Lys

Ala

Arg

val

Gly

Gly

125

Pro

Arg

Pro

Ser

Thr

205

Cys

Leu

Gln

Thr

Tyr

Arg

110

Gly

Ser

Ala

Gly

Gly

190

Leu

Leu

Glu

Lys

Ala

™vr
95

Gly

Gly
Phe
Ser
Arg
175
val
Thr

Gln

Ile

PCT/US02/36496

Phe

Tyr

80

Cys

Thxr

Ser

Leu

Gln

160

Ala

Pro

Ile

Asp

Lys
240

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu

1

5

10

1848

15



WO 03/055979

Thr

Tyxr

Ile

Lys

65

Leu

Ala

Asn

Gly

Ser

145

Ile

Tyr

Ile

Gly

Ala

225

Thr

Leu

Tyr

Gly

Ser

Irp
35

Ser

50

Ser

Asn

Arg

Trp

Gly

130

Val

Thr.

Val

Tyr

Ser

210

Glu

Arg

Arg

Leu

Gly

Phe

115

Gly

Leu

Ile

Ser

Glu

195

Lys

Asp

val

Leu

20

Gly

Ile

Val

Asn

Lys

100

Asp

Gly

Thr

Ser

Trp

180

Gly

Ser

Glu

Phe

Thr

Trp

YT

Thr

Ser

85

Gly

Pro

Ser

Gln

Cys

165

Tyxr

Ser

Gly

Ala

Gly
245

Cys

val

His

Ile

70

val

Tyr

Trp

Gly

Pro

150

Thr

Gln

Lys

Asn

AsD

230

Gly

Thr
Arg
Ser

55
Ser
Thr
Tyr
Gly
Gly
135
Ala
Gly
Gln
Arg
Thr
215

Tyr

Gly

val

Gln

40

Gly

Met

Ala

Asp

Arg

120

Gly

Ser

Thr

His

Pro

200

Ala

vy

Thr

Ser

25

Pro

Ser

AsSp

Ala

Ile

105

Gly

Gly

val

Ser

Pro

185

Ser

Ser

Cys

Lys

Gly

Pro

Thr

Thr

Asp

90

Leu

Thr

Ser

Ser

Ser

170

Gly

Gly

Leu

Ser

Leu
250

1849

Gly
Gly
Tyr
Ser

75
Thr
Thr
Leu
Gly
Gly
155
Asp
Lys
val
Thr
Ser

235

Thr

Ser

Gln

His

60

Lys

Ala

Gly

val

Gly

140

Ser

Val

ala

Ser

Tle

220

Tyr

val

Ile

Gly

45

Asn

Asn

val

TYyr

Thr

125

Gly

Pro

Gly

Pro

Asn

205

Ser

Thr

Leu

Ser

30

Leu

Pro

Gln

TV

Tyr

110

val

Gly

Gly

Gly

Lys

190

Arg

Gly

Thr

Gly

Ser

Glu

Ser

Phe

Tyr

95

Arg

Ser

Ser

Gln

TyY

175

Leu

‘Phe

Leu

Arg

PCT/US02/36496

Gly

Trp

Leu

Ser

80

Cys

Asp

Ser

Gln

Ser

160

Asn

Met

Sex

Gln

Ser
240
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<210> 1579
<211> 257
<212> PRT
<213> Homo sapiens

<400> 1579

Gly val
1

Ser Val
Gly Ile

Gly Trp
50

Gln Gly
65

Met Glu
Ala Arg
Tyr Phe
val Ser

130

Gly Ser
145
Gly Gln

Gly Tyr

Lys Leu

Gln
Lys
Ser

35
Ile
Axg
Leu
Thr
Tyxr
115
Ser
Gln
Ser

Asn

Met
155

Leu

val

20

Trp

Ser

val

Pro

100

Ser

Gly

Ser

Ile

TYyY

180

Ile

val

5

Ser

val

Ala

Thr

Ser

85

Ser

Tyr

Gly

val

Thr

165

val

Tyr

Gln

Cys

Arg

TyxY

Met

70

Leu

Ser

Met

Gly

Leu

150

Ile

Ser

Glu

Ser

Lys

Gln

Asn

55

Thr

Arg

val

ASp

Gly

135

Thr

Ser

Trp

Giy

Gly

Ala

Ala

40

Gly

Thr

Ser

Tyr

val

120

Ser

Gln

Cys

YT

Ser

200

Ala
Ser
. 25
Pro
Asn
Asp
Asp
Asp
105
Trp
Gly
Pro
Thr
Gln

185

Lys

Glu

10

Gly

Gly

Thr

Thr

Asp

Leu

Gly

Gly

Ala

Gly

170

Gln

Arg

val
Tyr
Gln
Asn
Ser

75
Thr
Leu
Arg
Gly
Ser
155
Thr
His

Pro

1850

Lys Lys

Thxr Phe

Gly Leu
45

Tyr Ala
60

Thr Ser

Ala Val

Thr Gly

Gly Thr

125

Gly Ser

140

val Ser

Ser Ser

Pro Gly

Ser Gly
205

Pro

Thr
30

Glu

Gln

Thr

TYY

Tyr

110

Met

Gly

Gly

Asp

Glu

190

val

Gly

Ser

Trp

Lys

Ala

Tyx

95

Tyr

vVal

Gly

Ser

vVal

175

Ala

Ser

PCT/US02/36496

Ala

TVY

Met

Leu

Tyr

80

Cys

His

Thr

Gly

Pro

160

Gly

Pro

Asn
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Arg Phé Ser Gly Ser
210

Gly Leu Gln Ala Glu
225

Thr Arg Ser Thr Arg
245

Gly

<210> 1580
<211> 242
<212> PRT
<213> Homo sapiens

<400> 1580
Gln Val Gln Leu Gln
1 5

Ser Val Lys Val Ser
20

Gly Ile Ser Trp Val
35

Gly Ala Ile Ile Pro
50

Lys Gly Arg vVal Thr

Met Glu Val Lys Ser
85

Thr Arg Glu Lys Ser
100

Thr Leu Val Thr Val
115

Ser Gly Gly Gly Gly

130

Leu Ser Ala Ser Val
145

Lys

Asp

230

val

Gln

Cys

Arg

Lys

Ile

70

Leu

Ala

Ser

Ser

Gly
150

Ser
215

Glu

Phe

Ser

Lys

Gln

Phe

55

Ser

Arg

Ala

Ser

Asp

135

Asp

Gly Asn Thr

Ala Asp Tyr

Gly Gly Gly

Gly

Ala

Val

40

Asp

Ala

Ser

Gly

Gly

120

Ile

Arg

Ala

Ser

25

Pro

Ile

Asp

Glu

Tyr

108

Gly

Val

Val

250

Glu

10

Gly

Gly

Val

Lys

Asp

90

Phe

Gly

Met

Thr

1851

Ala

Tyr

235

Thr

val

Asp

Gln

Thr

Leu

75

Thr

Asp

Gly

Thr

Ile
155

Ser Leu Thr Ile

220

Cys

Lys

Lys

Thr

Gly'

Tyr

60

Thr

Ala

Tyr

Ser

Gln

140

Thr

sSer Ser

Leu Thr

Lys Pro
Phe Ser

30

Leu Glu
45

Ala Glu

Asn Thr

val Tyr

Trp Gly

110

Gly Gly
125

Ser Pro

Cys Arg

TYyY

Val
255

Gly

15

Ser

Trp

Glu

Ala

Tyr

95

Lys

Gly

Ser

Ala
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Ser

Thr

240

Leu

Ser

Phe

Met

Phe

Tyr

80

Cys

Gly

Gly

Thr

Ser
160
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Gln

Ala

Pro

Ile

Ser

225

Lys

<210>
<211>
<212>
<213>

Gly

Pro

Ser

Ser

210

™YY

Arg

Ile

Lys

Arg

195

Ser

Ser

1581
250
PRT
Homo sapiens

<400> 1581
Gln vVal Gln Leu

1

Ser

Ala

Gly

Gln

65

Met

Ala

val

Ile,

Arg

50

Gly

Glu

Arg

Lys

Ser

35

Ile

Arg

Leu

Glu

Ser

Val

180

Phe

Leu

Thr

vVal

20

Trp

Ile

val

Thr

Asn
100

Ser
165
Leu
Ser

Gln

Pro

Gln
5
Ser
val
Pro
Thr
Ser
85

Tyr

Trp

Ile

Gly

Pro

Trp
230

Gln

Cys

Arg

Ile

Leu

70

Leu

Asp

Leu

TYyY

Ser

Glu

215

Thr

Ser

Lys

Gln

val

55

Thr

Arg

Ser

Ala

Lys

Gly

200

Asp

Phe

Gly

Ala

Ala

40

Asn

Ala

Sexr

Leu

TIp
Ala
185
Ser

Phe

Gly

Ala
Ser

25
Pro
Met
Asp

Glu

Thr
105

Tyr
170
Ser
Gly

Ala

Gln

Glu

10
Gly
Gly
Ala
Lys
Asp

90

Gly

1852

Gln

Thr

Thr

Thr

Gly
235

val

Gly

Gln

Asn

Ser

75

Thr

Tyr

Gln

Leu

Asp

Tyr

220

Thr

Lys

Thr

Gly

TYyY

60

Thx

Ala

Tyr

Lys

Glu

Phe

205

Tyr

Lys

Lys

Phe

Leu

45

Ala

Gly

val

Gly

Pro
Ser
190
Thr

Cys

Leu

Pro
Ser

30
Glu
Gln
Thr

Tyr

Ala
110

Gly
175
Gly
Leu

Gln

Glu

Gly

15
Ser
Trp
Lys

Ala

VY
95

Phe
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Gln

Ile
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TYyr

Met
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Tyr
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Cys

Asp



WO 03/055979

Ile

Ser

Gln

145

Cys

Tyxr

Ser

Gly

Ala

225

Gly
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<212>
<213>

<400>

Trp
Gly
130
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Asp
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Gly

aAla
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Arg

195

Thr
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Gly

1582
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Ser

Thr

His
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Pro

Ala

Tvr

Thr

Gly
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val

Ser

165

Pro

Ser

Ser

Cys

Lys
245

Gln val Gln Leu Val

1

5

Ser Val Lys Val Ser

20

* Thr Ile Ser Trp Val
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Thr
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Ser
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Leu
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ASp

Lys
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Thr
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Lys
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Gly
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val

Ala
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val
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Ala
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Gly

Ala

Thr

Gly

Pro

Gly

Pro

185

Asn

Ser

Thr

Leu

Ala

Ser

25

Pro

Ala

Asp
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Gly

Gly

Gly

170

Lys

Arg

Gly

Thr

Gly
250

Glu
10

Gly

Gly

Pro

Ala

Sexr

Ser

Gln
155

Tyr

Leu

Phe

Leu

Arg
235

val-

Gly

Gln

Ile

Leu
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Gln

140

Ser

Asn

Met

Ser

Gln

220

Ser

Lys

Thr

Gly

Tyr
60

Thr '

Gly

125

Ser

Ile

Tyr

Ile

Gly

205

Ala

Thr

Lys

Val

Leu

45

Ala

Asn

Giy

val

Thr

val

Tyr
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Ser

Glu

Arg

Pro
Ser

30
Glu

Gln

Thr

Gly

Leu

Ile

Ser

175

Glu

Lys

Asp

val

Gly

15

Sexr

Trp

Lys

Ala
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160

Trp
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240

Ser

Arg

Met
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Met Glu Leu

Ala Arg Asp

Val Thr Val

115

Gly Gly Gly
130

Ala Thr Pro

145

Asn Ile Gly

Ala Pro Lys

Pro Asp Axrg
195

Ile Ser Gly
210

Trp AsSp Asp

225

Thr Val Leu

<210>
<211>
<212>
<213>

<400>

1583
252
PRT

Arg

Gln

100

Ser

Ser

Gly

Ser

sSer

85

Gly

Ser

Ala

Gln

Leu

Arg

Gly

Leu

Arg

. 150

Asn

165

vVal
180
Phe
Leu

Ser

Gly

Leu

Ser

Arg

Leu

Homo sapilens

1583

Tyr

Ile

Gly

Ser

Ser
230

Lys

Tyr

Gly

Pro

135

val

Val

Tyr

Ser

Glu

215

Gly

Ser

Leu

Gly

120

val

Thx

Tyr

Arg

Arg

200

Asp

Pro

ASp
Asp
105
Gly
Leu
Ile
Trp
Asn
185
Ser

Glu

Val

Asp

90

Leu

Ser

Thr

Ser

TYT

170

Asn

Gly

Ala

Phe

Thr

Trp

Gly

Gln

Cys

155

Gln

Gln

Thr

Asp

Gly
235

Ala

Gly

Gly

Pro

140

Ser

Gln

Arg

Ser

Tyr

220

Gly

val

Arg

Gly

125

Pro

Gly

Leu

Pro

Ala

205

TyY

Gly

Tyr

Gly

110

Gly

Ser

Ser

Pro

Ser

190

Ser

Cys

Thr

TVY

95

Thr

Ser

Ala

Ser

Gly

175

Gly

Leu

Ala

Lys
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Cys
Leu
Gly
Ser
Ser
‘160
Thr
val
Ala

Thr

val
240

Cln Val Gln Leu Val Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser

1

5

10

15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala

20

25
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Ile

Gly

Gly

65

Asp

Arg

Met

Ser

Thr

145

Ser

Trp

Asn

Gly

Asp

225

val

<210>
<211>
<212>
<213>

Tle
Ile

50
Arg

Leu

Lys

Trp

Gly

130

Gln

Cys

Gln

Arg

Ala

210

Val

Phe

Cys

35

Leu

val

Ser

Leu

Gly

115

Gly

Pro

Ser

Gln

Arg

195

Ser

Ile

Gly

1584
254
PRT
Homo sapilens

Trp

Ile

Thxr

Ser

Gly

100

Gln

Gly

Ala

Gly

Leu

180

Pro

Ala

Ile

Gly

Arg

Met

Ile

Leu

85

Leu

Gly

Gly

Ser

Ser

165

Pro

Ser

Sexr

Thr

Gly
245

Gln

TyTr

Thr

70

Arg

Ser

Thr

Ser

Ala
150

Ser

Ala

Gly

Leu

Val

230

Thr

Ala
Gly
Ala
Tyr
Ile
Léu
Gly
135
Ser
Ser
Ala
Val
Ala
215

Gln

Lys

Pro

40

Thr

Asp

Glu

val

val

120

Gly

Gly

Asn

Ala

Leu

200

Ile

His

val

Ala

Ala

Asn

AsSp

Gly

105

Thr

Gly

Ser

Ile

Ala

185

Glu

Ser

Gly

Thr

Arg

Asp

Leu

Thr

20

Ala

val

Gly

Pro

Gly

170

Asn

Arg

Gly

Met

Val
250

1855

Gln

Tyr

Thr

75

Ala

Thr

Ser

Ser

Gly

155

Ser

Leu

Phe

Leu

Pro

235

Leu

Leu

Ala

60

Asn

val

Thr

Ser

Ala

140

Gln

Asn

Leu

Ser

Gln

220

Ala

Gly

Glu

45

Gln

Thr

Tyr

Gly

Gly

125

Gln

Arg

Thr

Met

Gly

205

Gln

Leu

Gly

Lys

Ala

Tyr

Ala

110

Gly

Ser

vVal

Val

TYY

190

Cys

Glu

Lys

Met

Phe

Tyr

Cys

85

Leu

Gly

val

Thr

Ile

175

Ser

Lys

Asp

Gly
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Ile

Gln

Met

80

Ala

Asp

Gly

Leu

Ile

160

Trp

Asn

TVr

Glu

Trp
240
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<400> 1584 .
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ’ 15

Ser Val Lys Val Ser Cys Gln Ala Ser Gly Gly Ser Phe Ser Arg Glu
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly His Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Ile Pro Val Leu Gly Val Ala Asp Tyr Ala Gln Lys Phe
50 : 55 60

Gln Gly Arg Val Lys Ile Ser Val Asp Arg Leu Thr Ser val Ala Tyr
65 70 75 ~ 80

Met Glu Leu Thr Ser Leu Arg Phe Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Gly Met Asn Asp Phe Ile Asn Ser His His Tyr Tyr Thr
100 105 110

Met Asp Ala Trp Gly Gln Gly Thr Leu Val Thr vVal Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala
130 135 140

vVal Leu Thr Gln Pro Ser Ser Val Ser Gly Ala Pro Gly Gln Arxrg val
145 , 150 155 160

Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyr Asp
165 170 175

Val His Trp Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile
180 185 190

Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu Gln Ala
210 215 . 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser Leu Ser
225 230 . - 235 240
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3

Gly Ser Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1585

<211> 251

<212> PRT

<213> Homo sapiens

<400> 1585
Glu Val Gln Leu Val Gln Ser Gly Ala Asp Val Lys Lys Pro Gly Ala
1 5 10 15

Ser‘val Lys Val Ser Cys Lys Ala Ser His Tyr Pro Phe Thr Thr Tyr
20 25 30

Gly val Ser Trp Val Arg Gln Ala Pro Gly Gln Gly‘ieu Glu Trp Met
35 40 45

Gly Trp Ile Ser Asn Tyr Asn Gly His Thr Arg Tyr Ala Pro Lys Phe
50 55 60

Gln Gly Arg val Thr Leu Thr Thr Asp Thr Leu Thr Asn Thr Ala Phe
65 70 75 80

Met Glu Leu Lys Ser Leu Thr Ser Asp Asp Thr Ala Ile Tyr Tyr Cys
85 90 95

2Ala Arg Ala Gly Asn Glu Tyr Gly His Thr Glu Arg Pro Ala Asp Tyr
100 105 110

Trp Gly Lys Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala Val Leu Thr
130 - 135 140

Gln Pro Ser Ser Val Ser Gly Ala Pro Gly Gln Arg val Thr Ile Ser
145 150 155 ; 160

Cys Thr Gly Ser Ser Ser Asn Ile Gly Ala Gly Tyr Asp Val His Trp
165 170 175

Tyr Gln Gln Leu Pro Gly Thr Thr Pro Lys Leu Leu Ile Ser Arg Asn
180 185 . 190
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Asn Asn Arg Pro Pro Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser
195 200 - 205

Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Thr Thr Leu Arg Gly Trp Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Val Thr Val Leu. Gly
- 245 250

<210> 1586

<211> 251

<212> PRT .
<213> Homo sapiens

<400> 1586
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ala
1 5 10 15

Ser Val‘Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser fyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
| 35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Met Glu Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Gly Tyr Phe
100 : 105 110

Asp Tyr Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 . 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160
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Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
185 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 ‘ 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 ‘ 250

<210> 1587
<211> 251
<212> BRT
<213> Homo sapiens

<400> 1587
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25. 30

Thr Met His Trp. Val Arg Gln Ala Pro Glijlh Gly Pro Glu Trp Met
35 40 45 '

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 ¢ 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 . . 105 110

1859 .
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Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 . 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
‘ 165 170 175

Trp Tyr Gln Glﬂ His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
. 195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 . 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 ’ 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Asp
245 250

© <210> 1588 ‘
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1588
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly 2Ala
1 5 10 15

\

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asﬁ Thr Lvs fyr Ser Arg Lys Phe
50 55. . 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 \ 75 80
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Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asb Pro Ala Val Ser Val Ala Leu Gly Gin Thr vVal Arg Ile Thr
145 . 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys Arg
‘ 180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Asp
245

<210> 1589
<211> 246
<212> PRT
<213> Homo sapiens :

<400> 1589
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser

1 . 5 10 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Arg Ser Tyr
20 25 30

1861 .
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Ala Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 - 45

Gly Tyr Ile Val Pro Val Phe Gly Thr Ala Thr Tyr Ala Gln Asn Phe
50 55 60

Gln Gly Arg vVal Thr Ile Thr Ala Asp Glu Leu Thr Thr Thr Ala Phe
65 70 75 80

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Leu Ala Thr Arg Pro Leu Gly Met Asp Val Trp Gly Arg
100 105 110

Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly
115 - 120 125

Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala Ser
130 135 140

Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr
145 150 155 160

Ser Ser Asp Val Gly Gly Tvyr Asn Tyr Val Ser Trp Tyr Gln Gln His
165 170 175

Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg Pro
180 185 190

Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala
195 . 200 205

Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tvr Tyr
210 215 220

Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly Thr
225 230 235 240

Lys Leu Thr val Leu Gly
245

<210> 1590

<211> 252

<212> PRT

<213> Homo sapiens
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<400> 1590 :
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr val Tyr Met
65 , 70 . 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala val ’I‘yr'Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly aAla Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 - 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Ser Tyr Glu
130 135 140

Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr
145 150 155 - 160

Ile Ser Cys Ser Gly Ser ’I‘hf Ser Asn Ile Gly Ser Asn Ala Val Asn
165 170 175

Trp Tyr Arg Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Val Tyr Ser
' 180 185 190

Asn Asn Gln Val Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp
210 215 220

Glu 2la Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu Ser Gly Tyr
225 230 235 : 240
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3

Val Phe Gly Thr Gly Thr Gln Leu Thr Val Leu Ser
245 250

<210> 1591

<211> 251

<212> PRT

<213> Homo sapilens

<400> 1591 .
Gln val Gln Leu vVal Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Ser Phe Asn His Ala
20 25 30

Ile Ser Trp Val Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Met Gly
: 35 40 45

Gly Ile Leu Pro Met Tyr Gly Thr Ala Asn Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Val Thr Ile Thr Ala Asp Lys Leu Thr Asn Thr Val Tyr Met
65 70 75 80

Asp Leu Ser Arg Leu Arg Tyr Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 . 110

Met Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val val
130 : 135 140

Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Val
145 150 155 160

Ser Cys Ser Gly Gly Arg Ser 2sn Ile Gly Ser Asn Thr Val Ser Trp
165 170 175

Tyr Gln Gln Leu Pro Gly Thr Ala Pro Lys Leu Leu Ile Tyr Ser Asn
180 185 190
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Asp Glu Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Asn Ser
195 200 - 205

Gly Thr Ser Ala Ser Leu Ala Ile Ser Gly Leu Gln Ser Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu Asn Gly Val Ala’
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 ' 250

<210> 1592
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1592 )
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 : 5 10 15

Ser Val Lys Val Ser Cys Lys Thr Ser Gly Tyr Thr Phe Thr Gly Tyr
20 25 30

" Asn Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp. Val Ser Pro Ser Asn Gly Asp Thr Ser Tyr Ala Gln Thr Phe
50 " B85 60

Gln Gly Arg vVal Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cyé
85 . 90 95

Ala Arg Asp His Phe Asp Thr Leu Thr Gly Tyr Phe Arg Arg Leu AsSp
100 105 ) 110

Ser Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
. 115 . . 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser ala Leu Ser Ser Glu
130 135 . 140

Leu Thr Gln Asp Pro Glu Val Ser val Ala Léu Gly Gln Thr val Thr
145 - 7 150 155 - 160
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Ile Thr Cys Gln Gly Asp Ser Leu Ile Thr His Tyr Ala Ser Trp Phe
165 170 175

Gln Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Phe Tyr Ser Lys Asp
180 185 190

Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Tyr Ser Gly
195 200 205

Asn Thr Ala Ser beu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala
210 : 215 220

Asp Tyr Tyr Cys. Asn Ser Arg Asp Ser Arg Gly Lys Asn His Val Ala
225 ‘ 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1593
<211> 250
<212> PRT
<213> Homo sapiens

<400> 1593 ‘
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 ’ 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly 'Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg vVal Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg vVal Tyr Tyr Asp Ile Leu Thr Gly Tyr Asn Leu Phe Phe Asp
100 105 110
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Tyr Trp Gly Lys Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly
115 ‘ 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 135 140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Tle Thr Ile Ser
145 150 ‘ 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 170 ) 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 , 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
) 210 o 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1584
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1594 '
Gln Val Asn Leu Arg Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Asn Ile Lys Gln Asp Gly Sexr Glu Lys Tyr Tyr Val Asp Ser Vval
50 - 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
‘ 70 75 - 80
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Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 85

Ala Arg Asp Ala Gln Ser Tyr Tyr Asp Ile Leu Thr Gly Tyr Gln Ser
100 105 110

Tyvr Ala Phe Asp Ile Trp Gly Gln Gly Thr Thr vVal Thr Val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser
130 135 140

Glu Léu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val
145 150 155 160

Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp
165 170 175

Phe Gln Gln Lys Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys
180 185 190

Asn Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly aAla Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys His Ser Arg Asp Ser Ser Gly Asn His val Leu
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1595
<211> 250
<212> PRT
<213> Homo sapiens

<400> 1595
Gln Val Gln Leu Val Gln Ser Ala Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30
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Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 - . 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 . 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Val Tyr Tyr Asp Ile Leu Thr Gly Tyr Asn Leu Phe Phe Asp
100 105 110

Tyr Trp Gly Arg Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 S 125

Ser Gly Gly Gly Gly Ser Gly Giy Gly Gly Ser Gln Ser Val Leu Thr
130 135 140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 150 ' 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 170 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 » 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1596

<211> 257

<212> PRT

<213> Homo sapilens
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<400> 1596

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Phe Gly Lys Tyr
20 25 30

Ala Ile Thr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 - 45

Gly Tle Ile Asn Pro Ser Gly Gly Ser Thr Ser Tyr Ala Gln Liys Phe
‘ 50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Vval Tyr Tyr Cys
85 90 95

Ala Arg Gly Pro Ser Thr Thr Tyr Tyr Asp Ile Leu Thr Gly Tyr Tyr
100 105 110

Thr Pro Tyr Tyr Tyr Tyr Tyr Tyr Met Asp Val Trp Gly Gln Gly Thr
115 120 125

Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val
145 150 155 160

Ala Leu Gly Gln Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg
165 170 175 .

Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val
. 180 185 190

Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg
195 200 205

Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly
210 215 220

Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser
225 230 235 240
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i

Ser Gly Asn His Val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu
245 250 255

Gly

<210> 1597

<211> 255

<212> PRT

<213> Homo sapiens

<400> 1597

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Ser Ser Gly
1 5 10 15

Thr Leu Ser Leu Thr Cys Ser Val Ser Gly Ala Ser Ile Leu Glu Gly
20 25 30

Asp Tyr Phe Trp Thr Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu
35 40 45

Trp Ile Gly Glu Ile Asn His Arg Gly Asp Ile Asn Tyr Asn Pro Ser
50 55 60

Leu Lys Sexr Arg Val Thr Ile Leu vVal Asp Thr Ser Lys Asn Gln Leu
65 .70 . 75 80

Ser Leu Lys Leu Asn Ser val Thr Ala Ala Asp Thr Ala val Tyr Tyr
85 90 95

Cys Ala Arg His Val Arg Asp Tyr Asp Ile Leu Thr Gly Tyr Tvr Arg
100 105 110

Gly His Tyr Phe Asp Tyr Trp Gly Lys Gly Thr Leu Vval Thr val Ser
115 120 ‘ 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln
145 150 155 ‘ 160

Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn
165 170 175
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Thr Vval %sn Trp
180

Ile Tyxr Asn Asn
195

Gly Ser Lys Ser
210

Ser Glu Asp Glu
225

Asn Gly Arg val

<210> 1598
<211> 250
<212> PRT
<213>

<400> 1598
Gly Val Gln Leu
1

val Val

20

Ser Lys

Ala Phe Ser

35

Trp

Gly Gly Ile Ile

" Gln
65

Gly Arg Val

Met Glu Leu Ser

Ala Thr Glu Arg

100

Gly
115

Leu Trp Lys

Gly
130

Ser Gly Gly

TYyr

Asp

Gly

Ala

Phe
245

Homo sapiens

vVal
5
Ser
val
Pro
Thr
Ser
85
Gly

Gly

Giy

Gln

Gln

Thr

Asp

230

Gly

Gln

Cys

Arg

val

Ile

70

Leu

val

Thr

Ser

Axrg

Arg

Ser

215

Tyr

Gly

Ser

Lys

Gln

Phe

55

Thr

Arg

vVal

Leu

Gly
135

Leu
Pro
200
Gly

YL

Gly

Gly
Ala
Ala

40
Glu

Ala

val

Thr

val
120

Gly

Pro
185

Gly

Ser Gly

Ser Leu

Cys Ala

Thr Lys

250

Ala Val

10

Ser Gly

25

Pro Gly

Thr Ile

Asp Glu

Asp Asp

90

Ala
105

Tyxr
Thr

Val

Gly Gly

1872
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Ile

Vval

Ser

235

Leu

Val

Gly

Gln

Asn

Leu

75

Thr

Gly

Ser

Ser

Ala

Pro

Ile

220

Trp

Thr

Lys

Thr

Gly

Thr

60

Thr

Ala

Gly

Ser

Gln
140

~

Pro
Asp
205
Ser

Asp

vVal

Lys
Phe
Leu

45
Ala
Thr
vVal
Asp
Gly

125

Ser

Gln

190

Arg

Gly

AsSp

Leu

Pro

Arg

Glu

Gln

Thr

Tyr

Ser

110

Gly

val
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Leu
240

Ser
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255

Gly Ser

15

Asn Asn

Trp Val

Lys Phe

Ala Tyr

80

Tyr
95
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Gly
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Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser
145 150 155 160

Cys Ser Gly Ser Ser Ser Asn Tle Gly Ser Asn Thr Val Asn Trp Tyr
165 170 175

Gln Arg Leu Pro Gly Ala Ala Pro Gln Leu Leu Ile Tyr Asn Asn Asp
180 185 190

Gln Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly
195 200 205

Thr Ser Gly Ser Leu Val Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala
210 . 215 © 220

Asp Tyr Tyr Cys Ala Ser Trp Asp Asp Ser Leu Asn Gly Arg Val Phe
225 230 : 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Ser
245 250

<210> 1599

<211> 248

<212> PRT

<213> Homo sapiens

<400> 1599

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Arg Lys Pro Gly Ser
1 5 10 . 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 - 25 30

Ala Leu Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ' 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Tyr Tyr Ala Gln Lys Phe
50 55 60

Arg Gly Arg Ile Thr Ile Thr Ala Asp Glu Leu Thr Asn Thr Ala Tyr
65 70 75 - 80

Met Glu Leu Ser Ser Leu Thr Ser Asp Asp Ser Ala Val Tyr Tyr Cys
85 90 95

1873
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Ala Afg Asp Arg Gly Pro Gly Leu Leu Ser Ser Phe Phe Glu Ser Trp
) 100 105 110

Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser-Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro
130 135 140

Ala Ser Val Ser Gly Ser Arg Gly Gln Ser Ile Thr Ile Ser Cys Thr
145 150 155 160

Gly Thr Thr Gly Asp Val Gly Gly Tyr Asp Tyr Val Ser Trp Tyr Gln
165 170 175

Gln His Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Gly Asn Ser Asn
. 180 185 190

Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Ala Ser Lys Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Phe Cys Ser Thr Tyr Ala Pro Pro Gly Ile Ile Met Phe Gly Gly
225 230 235 : 240

Gly Thr Lys Leu Thr vVal Leu Gly
' 245 .

<210> 1600
<211> 256
<212> PRT
<213> Homo sapiens

<400> 1600
Gln Val Arg Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 : 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ' 45

Gly Arg Ile Ile Pro Ile Leu Gly Ile Ala Aén Tyr Ala Gln Lys Phe
50 - - 55 - 60

1874
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Gln Gly Arg val Thr Ile Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Asp Glu Tyr Tvr Asp Ile Leu Thr Gly Tyr Gln Ala Pro Tyr
100 ) 105 110

Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Leu val Thr Vval
115 120 125

Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
130 135 , 140

Ser Gln Ser Val Leu Thr Gln Pro Pro- Ser Ala Ser Gly Thr Pro Gly
145 150 155 ' 160

Gln Arg val Thr Ile Ser CYS Ser Gly Ser Ser Ser Asn Ile Gly Ser
165 170 175

Asn Thr Val Asn Trp Tyr Gln Arg Leu Pro Gly Ala Ala Pro Gln Leu
180 85 190

Leu Ile Tyr Asn Asn Asp Gln Arg Pro Ser Gly Ile Pro Asp Arg Phe
195 ' 200 205

Ser Gly Ser Lys Ser Gly Thr Ser Gly Ser Leu Val Ile Ser Gly Leu
210 215 220

Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ser Trp Asp Asp Ser
225 230 235 240

Leu aAsn Gly Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 : 255

<210> 1601

<21l1l> 250

<212> PRT

<213> Homo sapiens

<400> 1601 .
Gln Val Gln Leu Gln Gln Ser Gly Ala val Val Lys Lys Pro Gly Ser
1 5 10 15

L1875
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Ser Vél Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Arg Asn Asn
’ 20 25 30

Ala Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 45

Gly Gly Ile Ile Pro Val Phe Glu Thr Ile Asn Thr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Ala Thr Ile Thr Ala Asp Glu Leu Thr Thr Thr Ala Tyr
65 70 75 . 80

Met Glu Leu Ser Ser Leu Arg Val Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Glu Arg Gly Val Val Thr Ala Tyr Gly Gly Asp Ser Phe Asp
100 105 110

Leu Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 135 140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 150 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 170 175

Tyr Gln Gln His Pro Gly Glu Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 : 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

1876



WO 03/055979 PCT/US02/36496

<210> 1602
<211> 253
<212> PRT
<213> Homo sapilens

<400> 1602
Glu Val Gln Leu Gln Gln Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Ala vVal Ser Gly Gly Ser Ile Ser Glu Asn
Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile

Gly Glu Ile Thr His Ser Gly Asn Thr His Tyr Asn Pro Ser Leu Lys
50 . 55 60

Ser Arg Val Ser Ile Ser Val Asp Ala Ser Lys Asn Gln Phe Ser Leu
65 70 75 80

Lys Leu Ser Ser Val Ser Ala Ala Asp Thr Ala Val Tyr Tyr Cys 2Ala
85 S0 95

Arg Asp Val Thr Tyr His Asp Ile Leu Thr Gly Tyr Ala Gly His Glu
100 105 110

Ala Phe Asp Ile Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tvyr
165 ’ 170 175

val Ser Trp Tvr Glanln His Pro Gly Lys Ala Pro Lys Leu Met Ile
’ 180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Ala Ser Asn Arg Phe Ser Gly
195 B 200 . ‘ 205

Ser Lys Ser Gly Asn Thr Ala Ser Leﬁ Thr Ile Ser Gly Leu Gln Ala
210 215 220

18T
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3

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1603
<211> 255
<212> PRT
<213> Homo sapiens

<400> 1603 :
Gln Val Gln Leu Gln Gln Ser Gly Pro Gly Leu Val Lys Pro Ser Gln
1 5 10 15

Thr Leu Ser Leu Ser Cys Ala Ile Ser Gly Asp Ser Val Gly Ser Asn
20 25 o 30

Gly Ala Ala Trp Asn Trp Ile Arg Gln Ser Pro Ser Arg Gly Leu Glu
35 40 45

Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Gln Trp Tyr Ser Asp Tvr Gly
50 55 60

Ala Sexr Val Arg Ser Arg Ile Thr Ile Asn Ala Asp Thr Ser Lys Asn
65 70 75 80

Gln Phe Ser Leu Gln Leu Asn Ser Val Thr Pro Glu Asp Thr Ala Vval
85 90 95

Tyr Tyr Cys Ala Brg Glu Ser Gly Arg Tyr Asp Ile Leu Thr Gly Tyr
100 ~ 105 110

Tyr Ser Gly Gly Gly Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val
115 120 125

Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly
130 135 140

Gly Gly Ser Asp Ile Gln Met Thr Gln Ser Pro Ser Thr Leu Ser Ala
145 150 155 160

Ser Ile Gly Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Glu Gly Ile
165 170 175
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Tyr His Trp Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys
' 180 185 190

Leu Leu Ile Tyr Lys Ala Ser Ser Leu Ala Ser Gly Ala Pro Ser Arg
195 200 205

Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser
210 215 220 :

TLeu Gln Pro Asp Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Tyr Ser Asn
225 230 235 240

Tyr Pro Leu Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
245 250 255

<210> 1604 s
<211> 256

<212> PRT -
<213> Homo sapiens

<400> 1604
Gln Vval Thr Leu Lys Glu Ser Gly Gly Gly Leu Gly Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Ser Tyr
20 25 30

Glu Leu Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Leu
35 ) 40 45

Ser Tyr Ile Ser Ser Asp Gly Thr Thr Lys Tvr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asp Ser Leu Tyr
65 ©70 75 80

Leu Gln Met Asn Ser Leu Arg Asp Asp Asp Thr Ala Val Tyr Phe Cys
85 90 : 95

Ala Arg Asp Gly Ala Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Thr Thr
100 105 110

Thr Val Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr val Thr val
115 ‘ 120 125

Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
130 . 135 ‘ - 140

1879
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Ser Arg Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly
145 150 155 160

Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly
165 170 175

Tyr Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys
180 185 190

Leu Met Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg
195 200 205

Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly
210 215 - 220

Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr
225 230 235 240

Arg Ser Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 255

<210> 1605
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1605
Glu Val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Gly -
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gl& Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Gln Glu Trp Val
35 40 45

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

1880



WO 03/055979 PCT/US02/36496

Ala Afg ﬁrg Ser Tyr Asp Ile Leu Thr Gly Tyr Tyr Thr Tyr Gly Met
100 105 110

Asp Val Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125 .

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser'Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

" Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lvs
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 . 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1606
<211> 244
<212> PRT
<213> Homo sapiens

<400> 1606
Glu Val Gln Leu vVal Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Arg Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Lys Pro Asn Ser Ala Gln Arg Phe
50 55 60

1881
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Lys Gly Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Thr Thr Ala Tyr
65 70 © 75 80

Met Glu Leu Ser Gly Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Ala Glu Gly Ser Ser Gly Tyr Leu Val Gly Trp Gly Arg Gly Thr
100 105 110

Leu Val Thr vVal Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala Ser Val Ser
l30 135 140

Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser
145 150 - 155 160

Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly
165 170 175

Lys Ala Pro Liys Leu Met Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly
180 185 190

Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu .
195 200 ' - 205

Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser
210 215 220

Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly Thr Lys Leu
225 230 235 240

Thr vVal Leu Gly

<210> 1607

<211> 256

<212> PRT

<213> Homo sapiens

{

<400> 1607
Gln Val Gln Leu Gln Glu Ser Gly Ser Gly Leu Val Lys Pro Ser Gln
1 5 10 15

1882



WO 03/055979 PCT/US02/36496

Thr Leﬁ Ser Leu Thr Cys Ala Val Ser Gly Gly Ser Ile Ser Ser Gly
) 20 25 30

Gly Tyr Ser Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu
35 40 45

Trp Ile Gly Tyr Ile Tyr His Ser Gly Ser Thr Tyr Tyr Asn Pro Ser
50 55 60

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Arg Ser Lys Asn Gln Phe
65 70 75 80

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala val Tyr Tyr
85 90 95

Cys Ala Arg Lys Gln Arg Gly Asp Tyr Asp Ile Leu Thr Gly Tyr Gln
100 105 110

Leu Gly Tyr Ala Phe Asp Ile Trp Gly Arg Gly Thr Pro val Thr val
. 115 120 125

Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
130 135 140

Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Ala Ala Pro Gly
145 150 . 155 160

Gln Lys Val Thr Ile Ser Cys Ser Gly Ser Thr Ser Asn Ile Gly Asn
165 170 175

Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
180 185 190

Met Ile Tyxr Asp Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe
195 200 205

Ser Gly Ser Lys Ser Gly Asn Ser Ala Ser Leu Asp Ile Ser Gly Leu
210 215 220

Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser
225 230 235 240

Leu Ser Glu Phe Leu Phe Gly Thr Gly Thr Lys Leu Thr Val Leu Gly
245 250 255

1883
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<210> 1608
<211> 255
<212> PRT
<213> Homo sapiens

<400> 1608
Gln Val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ile Phe Ser Ser Tyr
20 25 30

Thr Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ser Ile Ser Ser Gly Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Met
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 : 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Glu Arg Pro Gly Tyr Asp Ile Leu Thr Gly Tyr Pro Ser Ser
100 105 110

Ile Tyr Gly Met Asp Val Trp Gly Arg Gly Thr Pro Val Thr Val Ser
115 120 125 :

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Gln Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln
145 . 150 155 160

Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
165 170 175

Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
180 185 190

Met Ile Tyr Glu Gly Gly Lys Arg Pro Ser Gly Val Ser Asn Arg Phe
195 200 205

Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu
210 215 220

1884
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3

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg
225 230 235 240

Ser Thr Arg Ala Phe Gly Gly Gly'Thr Lys Leu Thr vVal Leu Gly
245 250 255

<210> 1609
<211> 248
<212> PRT
<213> Homo sapilens

<400> 1609
Gln Vval Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tvr Thr Phe Thr Lys Tyr
20 25 . 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 ) 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 . 150 155 160

Cys'Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

. 1885
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Lys Pfo Gly Gln 2la Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
* 180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
185 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr val Leu Gly
245

<210> 1610
<211> 257
<212> PRT
<213> Homo. sapiens

<400> 1610
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
. 20 25 30

Gly Ile Ser Txp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Lys Tyr Ala Gln Glu Leu

Gln Gly Arg val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Thr Leu Gly Tyr Asp Ile Leu Thr -Gly Tyr Pro Pro Pro
‘ 100 105 110

"Tyr Tyr Tyr Tyr Asp Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr
115 120 125

Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
130. : 135 140 .
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3

Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Val Ser Ala Ala Pro
145 150 155 160

Gly Gln Lys Val Thr Ile Ser Cys Ser Gly Ser Thr .Ser Asn Ile Gly
165 170 175

Asn Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys
180 ’ 185 190

Leu Met Ile Tyr Asp Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg
195 200 205

Phe Ser Asp Ser Lys Ser Gly Asn Ser Ala Ser Leu Asp Ile Ser Gly
210 215 220

Leu Gln Sexr Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp
225 230 235 240

Ser Leu Ser Glu Phe Leu Phe Gly Thr Gly Thr Lys Leu Thr Val Leu
245 250 255

Gly

<210> 1611

<211> 253

<212> PRT

<213> Homo sapiens

<400> 1611
Ala Val Gln Gly Ala Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val
1 5 10 15

Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr Gly Ile Ser Trp
20 25 30

Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met Gly Trp Ile Ser
35 40 45

Ala Tyr Asn Gly Asn Thr Lys Tyr Ala Gln Glu Leu Gln Gly Arg Val
50 55 60

Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr Met Glu Leu Arg
65 ’ 70 75 80

1887
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Ser Leﬁ Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg Asp Thr
: 85 . 90 95

" Leu Gly Tyr Asp Ile Leu Thr Gly Tyr Pro Pro Pro Tyr Tyvr Tyr Tyr
100 105 110

Asp Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 - 135 140

Val Leu Thr Gln Pro Pro Ser Val Ser Ala Ala Pro Gly Gln Lys Val
145 150 155 160

Thr Ile Ser Cys Ser Gly Ser Thr Ser Asn Ile Gly Asn Asn Tyr Val
165 170 . 175

Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr
180 185 190

Asp Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Asp Ser
195 200 ’ 205

Lys Ser Gly Asn Ser Ala Ser Leu Asp Ile Ser Gly Leu Gln Ser Glu
210 215 220 -

Asp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu Ser Glu
225 230 235 ' 240

Phe Leu Phe Gly Thr Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1612
<211> 252
<212> PRT
<213> Homo sapilens

<400> 1612
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gln

1 5 10 15

Ser Leu Arg Leu Ser Cys-Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Asp Met His Trp Val Arg Gln Ala Thr Gly Glu Gly Leu Glu Trp Val
35 ’ 40 45 : -

1888
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Ser Ala Ile Gly Thr Ala Gly Asp Thr Tyr Tyr Pro Gly Ser Val Lys
50 55 60

Gly Arg Phe Thr Ile Ser Arg Glu Asn Ala Lys Asn Ser Leu Tyr Leu

Gln Met Asn Ser Leu Arg Ala Gly Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Gly Arg His Tyr Tyr Asp Ile Leu Thr Gly Tyr Tyr Asn Glu Ala
100 105 110

Phe Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val
130 135 140

Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr
145 150 155 . 160

Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val
165 170 175

Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr
180 185 190

Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser
195 200 205

Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu
210 215 220

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg
225 230 235 240

val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1613
<211> 250
<212> PRT
<213> Homo sapiens

<400> 1613
1889
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Glu Va‘l Gln Leu val Glu Thr Gly Gly Gly Leu Val Lys Pro Gly Gly
1 ) 5 . 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyx
20 25 30

Tyr Met Ser Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ser Ile Ser Ser Ser Ser Ser Tyr Ile Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp-Thr Ala Val Tyr .Tyr Cys
‘ 85 90 95

Ala Gly Asn Tyr Tyr Asp Val Leu Thr Gln Ser Tyr Tyr Gly Met Asp
100 105 110

Val Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 135 140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 150 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 170 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly 2sn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 235 240
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Gly GiylGly Thr Lys Leu Thr Val Leu Gly
245 . 250

<210> 1614

<211> 243

<212> PRT

<213> Homo sapiens

<400> 1614
Gly val Gln Leu Val Gln Ser Gly Ala Glu Vval Lys Glu Pro Gly 2la
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Phe
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 40 . 45

Gly Gly Ile Ile Pro Val Phe Gly Thr Val Asn Hig Ala Gln Lys Phe
50 55 60 :

Gln Gly Arg val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Lys Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Gly Asp Asn Ser Gly Thr Tyr Gly Tyr Trp Gly Gln Gly Thr Leu
100 105 110

Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
115 120 : 125

Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly
130 ' 135 140

Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn
145 - 150 155 160

Ile Gly Ser Asn Thr Val Asn Trp Tyr Gln Arg Leu Pro Gly Ala Ala
165 170 175

Pro Gln Leu Leu Ile Tyr Asn Asn Asp Gln Arg Pro Ser Gly Ile Pro
180 185 190

Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Gly Ser Leu Val Ile
195 200 205
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3

Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ser Trp
210 215 220

BAsp Asp Ser Leu Asn Gly Arg Val Phe Gly Gly Gly Thr Lys Leu Thr
225 230 235 240

val Leu Gly

<210> 1615
<211> 245
<212> PRT
<213> Homo sapiens

<400> 1615
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Ser Phe Lys Ser His
20 25 30

Ser Leu Thr Trp Val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met
35 40 45

Gly Gly Val Leu Pro Val Phe Gly Met Val Asp Ser Ala Gln Arg Phe

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Ser Thr val Tyr
65 70 75 80

Met Glu Leu Ser Gly Leu Lys Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Gly Gly val Thr Ala Gly Arg Ser Val Tyr Phe Asp Ser Trp
100 105 110

Gly Arg Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln Asp Pro
130 135 140

Ala val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys Gln Gly
145 150 155 160
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Asp Sef Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr-Gln Gln Lys Pro Gly
) 165 . 170 175

Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro Ser Gly
180 185 190

Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala Ser Leu
1595 200 205

Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Asn
210 215 220

Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly Gly Thr Lys
225 230 235 240

Leu Thr Val Leu Gly
’ 245

<210> 1616

<211> 250

<212> PRT

<213> Homo sapiens

<400> 1616 i :
Gly Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Ala Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Ile Phe Arg Ser Tyr
20 25 . 30

Pro Ile Ser Trp Val Arg Gln Ala Pro Gly Leu Gly Leu Glu Trp Ile
35 40 45

Gly Gly Ile Ile Pro Ile Val Gly Lys Pro Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Asp Arg Val Ala Tle Ser Ala Asp Glu Leu Thr Thr Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
' 85 90 95

Ala Arg Ser Pro Asn Gly Asp Tyr Ser Gly Tyr Ala Trp Gly Leu Glu
100 105 110

Tyr Trp Gly Gln Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly Gly
115 120 125
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Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 135 140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 150 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyxr Val Ser Trp
165 170 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
185 200 205 -

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1617

<211> 2438

<212> PRT

<213> Homo sapiens

<400> 1617
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Glu Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Arg Lys Tyr
20 25 30

Ala Val Ser Trp Leu Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Thr Pro Phe Ala Thr Thr Lys Tyr Ala Gln Lys Phe Gln
50 55 60

Gly Arg Ala Thr Ile Thr Ala Asp Glu Leu Thr Asn Thr Val Tyr Met
65 70 75 80
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Asp Leu Gly Ser Leu Arg. Ser Glu Asp Thr Ala Met Tyr Tyr Cys Ala
' 85 . 90 95

Ser Tyr Phe Asp Gly Ser Gly Tyr Tyr Pro Val Ser Phe Ser Tyr Trp
100 105 110 N

Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro
130 135 o140

Ala Ser Val Ser Gly Sexr Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr
145 150 155 160

Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln
165 170 175

Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys
180 185 190

Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Glu Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly CGly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245 .

<210> 1618
<211> 249
<212> PRT
<213> Homo sapiens

<400> 1618
Gln Val Gln Leu Val Gln Ser Gly Gly Gly Leu Ala Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Thr Ala Ser Gly Phe Thr Phe Ser Asn Tyr
: 20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Ile
35 - : 40 45
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Gly Glu Ile Tyr His Ser Gly Thr Ala Ser Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser lLeu
65 70 75 30

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala vVal Tyr Tyr Cys Ala
85 90 95

Arg Val Asn Tyr Asp Ile Leu Thr Gly Leu Gly Tyr Tyr Phe Asp Tyr
100 105 110

Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser vVal Leu Thr Gln
130 135 140

Pro Pro Ser Val Ser Ala Ala Pro Gly Gln Lys Val Thr Tle Sser Cys
145 150 155 160

Ser Gly Ser Thr Ser Asn Ile Gly Asn Asn Tyr Val Ser Trp Tvr Gln
165 170 175

Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Asp Val Ser Lys
180 . 185 190

Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Asn
185 200 205

Ser Ala Ser Leu Asp Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp
210 215 . 220

Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu Ser Glu Phe Leu Phe Gly
225 230 235 240

Thr Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1619

<211> 253

<212> PRT

<213> Homo sapiens

<400> 1619
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Gln Vél Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln
1 ‘ 5 4 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Gly
20 25 30

Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu
35 40 45

Trp Ile Gly Tyr Ile Tyr Tyr Ser Gly Ser Thr Tyr Tyr Asn Pro Ser
50 55 60

Leu Lys Ser Arg Val Thr Ile Ser Ile Asp Thr Ser Lys Asn Gln Phe
65 70 75 80

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala val Tyr Tyr
85 90 95

Cys Val Arg Ser Tyr Tyr Asp Ile Leu Thr Gly Arg Pro Tyr Thr Asp
100 105 110

Ala Phe Asp Ile Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly SeryGly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

vVal Tieu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240
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Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
’ 245 . 250

<210> 1620

<211> 249

<212> PRT

<213> Homo sapiens

<400> 1620
Gly Val Gln Leu vVal Glu Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Gln Ala Ser Gly Gly Thr Phe Ser Thr His
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Glu Ile Ile Pro Met Ser Ala Thr Thr Arg Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Leu Thr Ile Ile Ala Asp Glu Leu Thr Ser Thr Val His
65 ' 70 75 80

Met. Glu Lieu Ser Ser Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Arg Pro Leu Gly Ile Thr Ala Val Arg Gly Ala Lys Thr Asp Ala
100 105 110

Phe Gly Ile Trp Gly 2Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser»Glu,Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Ile
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

1898
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3

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1621

<211> 256

<212> PRT

<213> Homo sapiens

<400> 1821 )
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 ' 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ala Thr Tyr
20 25 30

Ala Met Gln Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Leu
35 40 45

Gly Trp Ile Asn Ala Gly Asn Gly Asn Thr Lys Tyr Ser Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr TIle Thr Ser Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Gly Leu Arg Ser Glu Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Arg Asp Arg Gly Ala Ser Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr
100 105 110

Ala Pro Ala Gln Gly Val Ala Phe Asp Ile Trp Gly Arg Ser Thr Leu
115 120 125

Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
130 135 140

Gly Gly Gly Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser val Ala
145 ) 150 155 160
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Leu Gly pln Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser
165 . 170 175

Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu
180 185 190

Val Ile Tyr Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe
195 200 205

Ser Gly Ser Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala
- 210 215 220 T

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser
225 230 235 240

Gly Asn His Val vVal Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 255

<210> 1622
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1622 ,
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

- Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala VT
65 - 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyt Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Met val Thr vVal Ser Ser Gly Gly Gly
115 120 125
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val aAla Leu Gly Gln Thr val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr vVal Leu Gly
245

<210> 1623

<211> 248

<212> PRT

<213> Homo sapiens

<400> 1623
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Afg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Asn Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80
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Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
’ 85 4 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 ] 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Vval Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1624

<211> 248

<212> PRT

<213> Homo sapiens

<400> 1624
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 . 25 30 ’

Thr Met His Trp Vél Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45
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Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
118 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 ‘ 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1625
<211> 254
<212> PRT
<213> Homo sapiens

<400> 1625
1903



WO 03/055979 PCT/US02/36496

Gly V&l Gln Leu Val Gln Ser Gly Gly'Cly Leu val Lys Pro Gly Gly
1 ) 5 : 10 15

Ser Leu Arg Leu Ser Cys Ala Gly Ser Gly Phe Thr Phe Ser Asp Tyr
20 25 30

Tyr Met Ser Trp Ile Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Tyr Ile Ser Asn Asn Ser Ser Tyr Thr Asn Tyr Ala Asp Ser Vval
50 55 60

Lys Gly Arg Phe Thr Thr Ser Arg Asp Asn Ala Lys Asn Ser Leu N
65 70 75 80

Leu Gln Met Asn Asn Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gly Gly Gly Tyr Asp Ile Leu Thr Gly Tyr Gln ™Vvr Tyr
100 : 105 110

Tyr Gly Met Asp Val Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser
115 .120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140

Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser
145 150 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tvyr Asn
165 170 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 185 190

Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
195 200 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala'Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser
225 230 235 240
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Thr Afg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Lieu Gly-
' 245 . 250

<210> 1626

<211> 255

<212> PRT

<213> Homo sapiens

<400> 1626
Gln vVal Gln Leu Gln Gln Trp Gly Ala Glu Leu Leu Lys Pro Ser Glu
1 5 10 - 15

Thr Leu Ser Leu Asn Cys Ala Val Tyr Gly Gly Ser Phe Ser CGly Tyr
20 25 30

Tyr Trp Ser Trp Val Arg Gln Ser Pro Glu Lys Gly Leu Glu Trp Ile
35 40 . 45

Gly Glu Ile Lys His Gly Gly Gly Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg Val Ser Ile Ser Leu Asp Thr Ser Lys Asn Gln Phe Ser Leu
65 70 75 80

Lys Met Ser Ser Val Thr Ala Ala Asp Thr Ala vVal Tyr Tyr Cys Ala
85 90 95

Arg Trp Ala Thr Tyr Tyr Asp Thr Leu Thr Gly Tyr Arg Leu Lys Asp
100 105 110

His Ala Gly Phe Asp Ile Trp Gly Arg Gly Thr Thr Val Thr val Ser
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140

Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Ser Pro Gly Gln
145 150 155 ~ 160

Ser Val Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr
165 ) 170 175

Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
180 185 190

Met Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe
195 200 : L 205
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3

Ser Gly Ser Lys Ser, Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu
210 215 220

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg
225 230 235 240

Ser Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 255

<210> 1627

<211l> 252

<212> PRT

<213> Homo sapiens

<400> 1627
Gln Val Gln Leu Val Gln Ser Gly Gly Gly Vval Vval Glm Pro Gly Arg

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp VvVal
35 40 45

Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu ™vr

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 g 95

Ala Arg Ser Pro Gly Asp Asp Ile Leu Thr Gly Tyr Tyr Lys Tyr Tyr
100 105 110

Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val
130 135 140

Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr
145 150 155 160

1906



WO 03/055979 PCT/US02/36496

Ile Sér Cys Thr Gly Thr Ser Ser Asp Vai Gly Gly Tyr Asn Tyr Val
) 165 . 170 175

Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr
180 185 190

Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser
195 200 205

Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu
210 215 220

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg
225 230 235 240

val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1628

<211> 253

<212> PRT

<213> Homo sapiens

<400> 1628
Glu Val Gln Leu Val Gln Ser Gly Gly Gly Val val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr pPhe Thr Ser Tyr
20 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Asp Ile Ser Tyr Asp Gly Thr Lys Glu Phe Tyr Ala Asp Ser Ala
50 55 60

Arg Gly Arg Phe Thr Val Ser Arg Asp Asn Ser Arg 2Asn Thr Val TYY
65 70 75 80

Leu Gln Val Asn Ser Leu Gly Val Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 S5

Ala Thr Asp Ala Gly Glu Ser Tyr Asp Ile Leu Thr Gly Tyr Tyr Val
100 105 110

Ile Glu Gly Tyr Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr val
115 120 125
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Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
130 135 140

Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gin
145 150 155 160

Thr Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala
165 170 175

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr
180 185 190

Gly Lys Asn Lys Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
195 200 205

Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln ala Glu
210 215 220

Asp Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His
225 230 235 240

val Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1629
<211> 249
<212> PRT
<213> Homo sapiens

<400> 1629
Gln Val Gln Leu CGln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Lys Tyr Tyr
20 25 30

Thr Tyr Ser Trp Ile Arg Gln Ala Pro Gly Gln Trp Leu Glu Trp Met

Gly Gly Ile Asn Pro Ile Arg Gly Thr Ala Asn Tyr Ala Gln His Phe
50 55 60

Arg Gly Arg Val Thr Ile Ile Ala Asp Glu Leu Thr Ser Thr Val Tyr
65 70 75 80
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Met Asp peu Ser Gly Leu Gly Ser Asp Asp Thr Ala Val Tyr Phe Cys
85 . 30 95

Ala Thr Glu. Gly Ala Ala Asp Tyr Leu Asn Gly Gln Tyr Phe Gln His
100 105 110

Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln
130 135 140

Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys
145 150 155 160

Thr Gly Thr Ser Ser Asp Ile Gly Gly Tyr Asn Tyr Val Ser Trp Tyr
165 170 175

Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser
180 185 150

Lys Arg Pro Ser Gly val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly
195 200 205

Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg vVal Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr vVal Leu Gly
245

<210> 1630
<211> 246
<212> PRT
<213> Homo sapiens

<400> 1630
Gln Val Gln Leu Gln Gln Ser Gly Pro Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Asn Thr His
’ 20 25 30

Gly Ile Ser Trp Val Arg Gln 2Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 ‘
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Gly Trp Ile Ser val Tyr Asn Gly Asn Ala Ile Ser Ala Gln Lys Phe
50 55 60

Gln Gly Arg Ile Thr Met Thr Thr Asp Thr Leu Thr Ser Thr Ala Phe
65 70 75 80

Met Glu Leu Lys Ser Leu Arg Ser Asp Asp Thr Gly Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Gly Ser Trp Ser Gly Leu Asp Leu Asp Tyr Trp Gly Gln
100 105 110

Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro Ser
130 135 140

Ala Ser Gly Thr Pro Gly Gln Arg Val Thr Ile Ser Cys Ser Gly Ser
145 150 155 160

Ser Ser Asn Ile Gly Ser Asn Thr Val Asn Trp Tyr Gln Arg Leu Pro
' 165 170 175

Gly Ala Ala Pro Gln Leu Leu Ile Tyr Asn Asn Asp Gln Arg Pro Ser
180 185 190

Gly Ile Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Gly Ser
195 200 205

Leu Val Tle Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr Cys
210 215 220

Ala Ser Trp Asp Asp Ser Leu Asn Gly Arg Val Phe Gly Gly Gly Thr
225 230 235 240

Lys Leu Thr val Leu Gly
245

<210> 1631
<211> 253
<212> PRT
- <213> Homo sapiens

<400> 1631
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Gln Vél Gln Leu Gln Gln Ser Gly Ser Glu val Lys Lys Pro Gly Ala
1 ) 5 c 10 15

Ser Val Liys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tvyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 - 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
i | 85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln Arg vVal Thr Ile
145 150 155 160

Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn Thr vVal Asn Trp
- 165 170 : 175

Tyr Gln Arg Leu Pro Gly Ala Ala Pro Gln Leu Leu Ile Tyr Asn Asp
180 185 190

Asp Gln Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Lys Ser
195 200 , 205

Gly Thr Ser Ala Thr Leu Gly Ile Thr Gly Leu Gln Thr Gly Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Gly Thr Trp Asp Ser Ser Leu Ser Gly Gly Leu
225 230 235 240
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Ser Vél Phe Gly Ala Gly Thr Lys Val Thr Val Leu Gly
! 245 . 250

<210> 1632
<211> 250
<212> PRT
<213> Homo sapiens

<400> 1632
Gly Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

‘Ser Val Lys Val Ser Cys Gln Thr Ser Gly Thr Thr Phe Arg His Ser
20 25 30

Ala Ile Thr Trp Val Arg Gln Ala Pro Gly Gln Gly Phe Glu Trp Leu
35 40 ) 45

Gly His Ile Ile Pro Val Phe Glu Thr Ala His Leu Ser Asp Lys Phe
50 55 Co 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Thr Thr Val Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Phe Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Val Ser Gly Tyr Asn Ser Gly Tyr Phe Glu Ser Tyr Asp Met
100 105 110

Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Thr Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205
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3

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Ala Gly Ser Asn Gly Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1633
<211> 247
<212> PRT
<213> Homo sapiens

<400> 1633 ) o
‘Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Glu Arg Thr VvVal Arg Thr Ser
20 25 30

Asp Ile Ser Trp Ile Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 40 45

Gly Met Ile Ile Pro Ile Phe Gly Thr Thr Thr Tyr Ala Gln Gln Phe
50 55 60

Gln Gly Arg Val Ser Ile Asp Val Asp Ala Leu Thr Ser Thr Ser Val
65 70 75 80

Leu‘Glu Leu Gly Ser Leu Thr Pro Glu Asp Thr Ala Ile Tyr Tyr Cys
85 90 ' 95

Ala Thr Gln Gly Gly Gln Tyr Asp Ser Pro Pro Leu Asp Val Trp Gly
100 105 110

Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala
130 135 140

Ser val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly
145 150 155 160
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Thr Sér Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln
' 165 . 170 175

His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg
180 185 ‘ 190

Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tvyr
210 215 220

Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr Vval .Leu Gly
245

<210> 1634

<211> 252

<212> PRT

<213> Homo sapiens

<400> 1634
Gln val Gln Leu Val Gln Ser Gly Gly Gly Vval Vval Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25. 30

Ser Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Tyr Ile Ser Arg Ser Ser Arg Ser Ile Tyr Tyxr Ala Asp Ser Val

Lys Gly Arg Phe Thr Val Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gln Met Ser Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Arg Asp Tyr Asp Ile Leu Thr Asp Tyr Ser Asn Tyr Gly
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 oo . 125 -
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Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val
130 135 140

Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr
145 150 155 160

Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val
165 170 175

Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr
180 185 190

Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser
195 200 205

Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln.Ala Glu
210 215 220 .

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg
225 230 235 240

Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1635
<211> 249
<212> PRT
<213> Homo sapiens

<400> 1635
Gln Val Gln Leu Val Gln Ser Gly Ala Glu’Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80
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Met'GlujLeu Ser Arg Leu Arg Ser Asp Asp Thr Ala vVal Tyr Tyr Cys
85 . 90 95

Ala Arg Ala Pro Leu Tyr Asp Ile Leu Thr Gly Tyvr Tyr Ile Gly Gly
100 105 110

Asn Asp Tyr Trp Gly Gln Gly Thr Met Val Thr Val Ser Arg Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Val val
130 135 140

Met Thr Gln Ser Pro Ser Ser Val Ser Ala Ser Val Gly Asp Arg Val
145 150 155 160

Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr Leu Ala Trp
: 165 . 170 : 175

Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Ala Ala
: 180 185 . 190

Ser Thr Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser
195 200 205

Gly Thr Asp Phe Thr Leu Thr Ile Ser Thr Leu Gln Pro Glu Asp Val
210 215 220

Ala Thr Tyr Tyr Cys Glu Asn Tyr Asn Ser Val Pro Leu Ser Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Glu Ile Lys Arg
245

<210> 1636

<211> 253

<212> PRT

<213> Homo sapiens

<400> 1636
Gln Val Gln Leu Val Gln Ser Gly Ala Gly Val Lys Lys Pro Gly Ala
1 5 10 . 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
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Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg val Thr Met Thr Thr Asp Thr Ser Thr -Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Lys Asp Tyr Asp Ile Leu Thr Gly Tyr Trp Arg Asp Glu
100 105 110

Leu Leu Asp Tyr Trp Gly Gln Gly Thr Thr Val Thr val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 ] 135 140

Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Deu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1637

<211> 252

<212> PRT

<213> Homo sapiens

<400> 1637
1917 -
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Gln Val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 ' 5 , 10 © 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg His
20 k 25 30

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Gly Ile Ser Gly Ser Gly Gly Ser Thr Tvr Tyvr Gly Asp Leu Val
50 - - 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Lys Asp Pro Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Tyr Tyr Ala
100 105 110

Met Asp Val Trp Gly Gln Gly Thr Leu Val Thr val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ssr Gln Ser val
130 135 140

Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Tle Thr
145 150 155 160

Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Vval
165 170 \ 175

Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr
180 185 150

Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser
195 200 205

Glu Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu
210 215 220

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg
225 230 235 . 240
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Val PHe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
' 245 . 250

<210> 1638

<211> 246

<212> PRT

<213> Homo sgsapiens

<400> 1638
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Glu Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Trp Ile Asn Thr Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys
85 S0 95

Ala Arg Glu Phe Asp Gln Leu Leu Ala Arg Gly His Gly Met Asp Val
100 105 110

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln Asp
130 135 140

Pro Pro Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys Gln
145 150 155 160

Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln Qln Lys Pro
165 170 175

Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys Arg Pro Ser
180 185 190 '

Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala Ser
195 : 200 205
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Leu Thr TIle Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys
210 215 220

His Ser Arg Asp Ser Ser Gly Asn His Val Leu Phe Gly Gly Gly Thr
225 230 235 240

Lys Leu Thr Val Leu Gly
245

<210> 1639

<211> 244

<212> PRT

<213> Homo sapiens

<400> 1639
Glu Val Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Phe Ser Ser TYY -
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Leu Pro Ile Phe Gly Thr Ala Lys Tyr Ala Glu Lys Phe
50 55 60

Glu Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 80

Met Glu.Leu Arg Arg Leu Arg-Ser Glu Asp Thr Ala Vval Tyr Tyr Cys

Ala Arg Ala Gly Ser Ser Leu Met Thr Tyr Gly Thr Asp Val Trp Gly
100 105 110

Arg Gly'Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln Asp Pro Ala
130 135 140

val Ser Val Ala Leu Gly Gln Thr val Arg Ile Thr Cys Gln Gly Asp
145 150 155 160
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Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln Gln Lys Pro Gly Gln
165 . 170 175

Ala pPro Leu Leu Val Val Tyr Ala Lys Asn Lys Arg Pro Ser Gly Ile
180 185 190

Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala Ser Leu Thr
195 200 205

Ile Thr Gly val Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys His Ser
210 215 220

Arg Asp Ser Ser Gly Asn His Val Leu Phe Gly Gly Gly Thr Lys Leu
225 230 235 240

Thr Val Leu Gly

<210> 1640
<211l> 256
<212> PRT
<213> Homo sapiens

<400> 1640
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tvr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Trp Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Ty
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 g0 95

Ala Arg Ala Arg Gly Ser Tyr Asp Ile Leu Thr Gly Tyr Tyr Arg Pro
100 105 110

Gly Asp Gly Tyr Phe Asp Tyr Trp Gly Arg Gly Thr Leu Val Thr Val
115 120 125
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Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
130 135 140

Ser Gln Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly
145 150 155 160

Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly
165 170 175

Tyr Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys
180 185 190

Leu Met Tle Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg
195 200 205

Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly
210 215 220

Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr
225 230 235 240

Arg Ser Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250 255

<210> 1641

<211> 249

<212> PRT

<213> Homo sapiens

<400> 1641 ‘ S
Gln Val Gln Leu Gln Gln Sér Gly Ala Lys Val Lys Arg Pro Gly Ser

1 5" 10 15

Ser Val Lys Val Ser Cys. Arg Pro Ser Gly Ala Thr Phe Ser Gly Tyr
20 25 30

Ala Leu Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Leu
35 40 45

Gly Arg Ile TIle Pro Ile Leu Gly Thr Ser Asn Phe Ala Gln Lys Phe
50 . 55 60

Gln Asp Arg Leu Thr Met Ser Ala Asp Glu Leu Thr Ser Thr Val Tyr
65 70 75 80
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Met Glﬁ Leu Asp Ser Leu Thr Ser Glu Asp Thr Ala Ile Tyr Tyr Cys
85 . 90 95

Ala Arg Gly Leu Tyr Phe Glu Asp Thr Asn Tyr Arg His Gly Asp Ala
100 105 110

Phe Asp Ile Trp Gly Gln Gly Thr Leu Val Thr vVal Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Vval Ser val Ala Leu Gly Gln Thr Val Arg Ile
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . : 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1642
<211> 255
<212> PRT
<213> Homo sapiens

<400> 1642 :
Gln Val Gln Leu Gln Gln Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Ala Val Tyr Gly Gly Ser Phe Ser Gly Tvr
20 25 30

Tyr Trp Ser Trp Ile Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Ile
35 40 : . 45 .
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Gly Glu Ile Asn His Gly Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 - 60

Ser Arg Val Thr Ile Ser Val Asp Ala Ser Lys Asn Gln Phe Ser Leu
65 70 75 80

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

:A.rg Glu Arg Ser Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Pro Arg Ser
100 105 110

Lys Tyr Gly Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly. Gly Ser
130 135 140

Gln Ser Val Leu Thr Gln Pro Pro Ser Ala Ser Gly Thr Pro Gly Gln
145 150 155 160

Arg Val Thr Ile Ser Cys Ser Gly Ser Ser Ser Asn Ile Gly Ser Asn
165 170 175

Thr Val Asn Trp Tyr Gln Arg Leu Pro Gly Ala Ala Pro Gln Leu Leu
180 185 190

Ile Tyr Asn Asn Asp Gln Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser
195 200 205

Gly Ser Lys Ser Gly Thr Ser Gly Ser Leu Val Ile Ser Gly Leu Gln
210 ) 215 220

Ser Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Ser Trp Asp Asp Ser Leu
225 230 235 240

Asn Gly Rrg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu GIy
245 250 255

<210> 1643
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1643
1924
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Gln VallGln Leu Gln Gln Sér Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys PEe
50 55 60

Gln Gly Arg vVal Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 . 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr vVal Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 1390

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Agsp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 _ 230 235 240
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Gly Thr Lys Leu Thr val Leu Gly
T 245

<210> 1644
<211> 250
<212> PRT
<213> Homo sapiens

<400> 1644
Lys Val Gln Leu Val Gln Ser Gly aAla Val Val Lys Lys Pro Gly Sexr
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Arg Asn Asn
20 25 30

Ala Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Val
35 40 a5

Gly Gly Ile Ile Pro Val Phe Glu Thr Ile Asn Thr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Thr Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Val Asp Asp Thr Ala Val Tyr Tyr Cys
© 85 90 95

Ala Thr Glu Arg Gly Val val Thr Ala Tyr Gly Gly Asp Ser Phe Asp
100 105 110

Leu Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 - 135 140

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 150 155 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 170 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 : 200 205
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Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1645
<211> 250
<212> PRT
<213> Homo sapiens

- <400> 1645
‘Gln Val Gln Leu Gln Gln Trp Gly Ala Gly Leu Leu Lys Pro Pro Glu
1 5 10 15 .

Thr Leu Ser Leu Thr Cys Ala Val Ser Gly Gly Ser Leu Asn Gly Tyr
20 25 30

Tyr Trp Gly Trp Val Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile

Gly Glu Thr Asn His Arg Gly Thr Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn His Val Leu Leu
65 70 75 80

Arg Met Thr Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Arg Tyr Ser Asp Ala Leu Thr Gly Tyr Ser Leu Gly Ala Fhe Asp
100 105 110

Val Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr
130 135 140

@Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 150 155 160
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Cys Thf Gly Thr Ser Ser Asp Val Gly' Gly Tyr Asn Tyr Val Ser Trp
' 165 . 170 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 : 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

'<210> 1646

<211> 252

<212> PRT

<213> Homo sapiens

<400> 1646
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Arg Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Arg Thr Phe
20 25 30

Asn Ser Ser Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
. 35 40 45

Glu Trp Met Gly Ile Ile His Pro Ser Gly Gly Ser Thr Ser Gln Val
50 55 60 -

Gln Lys Phe Gln Gly Arg Leu Thr Met Thr Arg Asp Thr Pro Thr Ser
65 70 75 80

Thr Val Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Vval
85 90 95

Tyr Tyr Cys Ala Arg Gly Ala Tyr Tyr Asp Ile Leu Thr Gly Tvr Tyr
100 105 110

Pro Tyr Gly Met Asp Val Trp Gly Arg Gly Thr Thr Val Thr Val Ser
- 115 - 120 - 125 ’
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Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
130 135 140 )

Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr
145 150 155 160

Val Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser
165 170 175

Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly
180 185 190

Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser
185 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp
210 ) 215 220

Glu Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val
225 230 235 240

vVal Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1647

<211> 250

<212> PRT

<213> Homo sapiens

<400> 1647
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Met Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Phe Asp Ser
20 25 30

Tyr Ile His Trp Val Arg Gln Ala Pro Gly His Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Ala Asn Asn Gly Gly Thr Lys Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80
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‘Met GluJLeu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tvr Cys
85 : 90 95

Ala Arg Asp Tyr Pro Ile Asp Val Leu Thr Gly Arg Arg Thr Lys Asn
100 105 110

Trp Phe Asp Pro Trp Gly Gln Gly Thr Met vVal Thr Val Ser Ser Gly
115 120 . 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu
130 135 140

Leu Thr Gln Asp Pro Ala Vval Ser Val Ala Leu Gly Gln Thr Val Arg
145 150 155 160

Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr
165 170 i 175

Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn
180 185 190

Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly
195 200 205

Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Vval val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1648
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1648
Gln Val Gln Leu Val Glu Ser Gly Gly Gly val val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Thr Ala Ser Gly Phe Thr Phe Ser Asn Tyr
20 25 30

Ala Ile His Trp vVal Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

1930
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Thr Val Ile Ser Asp Asp Gly Asn Asn Val Asn Tyr Glu Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Val Lys Gln Ser Val Tyr
65 | 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gln Val Asp Arg Leu Leu Met Gln Tyr Asn Tyr Tyr Met
100 . 105 110

Asp Ala Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thx
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1649
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1649
1931 -
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Gln Vél Gln ‘Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 ' 5 A 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser His
20 25 30

Tyr Ile Ala Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 a5

Gly Arg Val Met Pro Ala Leu Gly Thr Ala Asn Tyr Ala Gln Arg Phe
50 55 60

Gln Gly Arg Val Thr Phe Thr Ala Asp Lys Ser Thr Thr Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asm Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Gln Vval
225 230 235 240
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Phe Giy Gly Gly Thr Lys Leu Thr Val Leu Gly
' 245 . 250

<210> 1650

<211> 253

<212> PRT

<213> Homo sapiens

<400> 1650
" @ln Val Gln Leu val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Leu Ser Asn Ala
- 20 25 30

Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
. 35 40 45

Gly Arg Ile Lys Ser Lys Thr Asp Gly Gly Thr Thr Asp Tyr Ala Ala
50 55 60

Pro Val Lys Gly Arg Phe Thr Ile Ser Lys Asp Asp Ser Lys Asn Thr
65 70 75 80

Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala vVal Tyr
85 90 95

Tvr Cys Thr Thr Asp Ala Tyr Tyr Asp Ile Leu Thr Gly Trp Val Tyr
100 105 110

Gly Met Asp Val Trp Gly Arg Gly Thr Met vVal Thr vVal Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 140

val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn TyT
165 170 175

Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 ' 185 190 '

Tyr Glu Gly Ser Lys Arg Pro Ser Gly val Ser Asn Arg Phe Ser Gly
195 200 205
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3

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 ‘ 215 220

Glu Asp Glu Ala Agp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

'<210> 1651
<211> 247
<212> PRT
<213> Homo sapiens

<400> 1651 ,
Gln val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Asn Tyf Ser Ile Ser Ser Gly
20 25 30

Tyr Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp

Ile Gly Ser Ile Tyr Tyr Ser Gly Ser Thr Tyr Tyr Asn Pro Ser Leu
50 55 60

Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser
65 70 75 80

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Phe Arg Tyr Asp Ile Leu Thr Gly Tyr Tyr Tyr Asp Met Asp
100 105 110

Val Trp Gly Arg Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln
130 135 140

Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys
145 150 155 160
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Gln Giy )Asp Ser Leu Arg'Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys
165 - . 170 175

Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro
180 185 190

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala
195 200 205

Ser hieu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val val Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 1652
<211> 247
<212> PRT
<213> Homo sapiens

<400> 1652
Gln Met Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Ala Met Ser Trp Val Arg His Thr Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ala Ile Ser Gly Gly Gly Gly Ser Thr Tyr Tvyr Alé Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Gly Ala Phe Asp
100 105 - 110

Ile Trp Gly Arg Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly Gly
115 120 i 125 -
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Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln
130 135 140

Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys
145 150 155 160

Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln Gln Lys
165 170 175

Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys Arg Pro
180 185 190

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala
. 195 200 - 205

Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 ) 215 220

Cys His Ser Arg Asp Ser Ser Gly Asn His Val Leu Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 1653
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1653
Glu Val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ile Tyr
20 25 30

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40. 45

Ser Ala Ile Ser His Asn Ala Asp His Thr Tyr Ser Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr

1936



WO 03/055979 PCT/US02/36496

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Ile Tyr Tyr Cys
85 . 90 95

Ala Ala Thr Arg Met Asp Val Leu Thr Arg Tyr Tyr Ser Asp Phe Trp
100 105 110

Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro
130 135 140

Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr
145 150 155 160

Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gin
165 170 175

Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys
’ 180 i 185 190

Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn
195 200 205

Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu 2asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr vVal Leu Gly
' 245

<210> 1654

<211> 247

<212> PRT

<213> Homo saplens

<400> 1654
Gln Val Gln Leu Leu Gln Ser Ala Ala Glu Val Lys Lys Pro Gly Ser
1 5 ) 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
o 35 40 45
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Gly Gly Ile Leu Pro Ile Phe Gly Thr Ala Lys Tyr Ala Glu Lys Phe
50 55 60

Glu Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr arg Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Arg Leu Arg Ser Glu Asp Thr Ala Val Tyr Tvr Cys

Ala Arg Ala Gly Ser Ser Leu Met Thr Tyr Gly Thr Asp Val Trp Gly
100 105 110

Arg Gly Thr Thr vVal Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Glvy
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser vVal Leu Thr Gln Pro Ala
130 135 140

Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly
145 + 150 155 160

Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln
165 170 175

His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg
180 185 190

Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 1655
<211> 246
<212> PRT
" <213> Homo sapiens

<400> 1655 :
1938
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Gly Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

3

1 5 . 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Lys Tyr Tyr
20 25 30

Thr Phe Ser Trp Ile Arg Gln ala Pro Gly His Trp Leu Glu Trp Met
35 40 45

Gly Gly Ile Asn Pro Ile Arg Gly Thr Ala Asn Tyr Ala Gln Lys Ser
50 55 60

Arg Gly Gly Val Thr Ile Thr Ala Asp Glu Leu Thr Asn Thr Vval Tyr
65 70 75 80

Met Glu Leu Thr Ser Leu Glu Ser Asp Asp Thr Ala Val Tyr Phe Cys
- 85 90 95

Ala Ala Glu Gly Ala Ala Asp Tyr Leu Asn Gly Gln Tyr Phe Gln His
100 105 110

Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln Asp
130 135 140

Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys Gln
145 150 155 160

Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys Pro
165 170 175

Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro Ser
180 185 190

Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala Ser
195 200 205

Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys
210 215 220

Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly Gly Thr
225 230 235 240
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Lys Leu Fhr Val Leu Gly
245

<210> 1656

<211> 252

<212> PRT

<213> Homo sapiens

<400> 1656
Lys Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Leu Ser Arg Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Val Phe Gly Thr Glu Asn Tyr Ser Gln Lys Phe
50 55 60

Gln Gly Arg Val Ser Ile Thr Ala Asp Glu Leu Thr Asn Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Arg Leu Arg Ser Glu Asp Thr Ala Gln Tyr Tyr Cys
85 90 95

Ala Ala Asp Thr Arg Val Ile Gly Ile Gln Leu Trp Glu Arg Gly Ala
100 105 110

Phe Asp Met Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Vval
130 135 140

Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr
145 150 155 160

Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val
. 165 . 170 175

Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr
- 180 185 190

Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser
195 - 200 205
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1

Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Glh Ala Glu
210 215 220

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg
225 230 235 240

Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1657
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1657
Pro Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 ' 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60 .

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 . 1490

Gln Asp Pro Ala Val Ser val Val Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 ‘ . 160
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Cys Gln‘Gly Asp Ser Leu Arg Ser Tyr Tyr Val Ser Trp Tyr Gln Gln
165 : 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1658

<211> 252

<212> PRT

<213> Homo sapilens

<400> 1658
Glu Val Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Gln Ala Ser Gly Gly Thr Phe Ser Thr His
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Ser Ala Thr Thr Arg Tyr Ala Gln Lys Phe

Gln Gly Arg Leu Thr Ile Ile Ala Asp Glu Leu Thr Ser Thr Val His
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Leu Gly Ile Thr Ala Val Arg Gly Ala Lys Thr Asp Ala
100 105 110

Phe Gly Ile Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly
115 120 125

1942



WO 03/055979 PCT/US02/36496

3

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val
130 135 140

Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr
145 150 155 160

Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val
165 170 175

Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr
180 185 190

Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser
195 200 205

Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu
210 215 220

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg
225 230 235 240

val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1659
<211l> 254
<212> PRT
<213> Homo sapiens

<400> 1659
Gln Val Gln Leu Gln Gln Ser Gly Pro Gly Leu Leu Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Ala Val Tyr Gly Gly Ser Phe Ser Gly Tyr
20 25 30

Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys'Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Asn His Ser Gly Ser Thr Asn Tyxr Asn Pro Ser Leu Lys
50 55 60

Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu
65 _ 70 75 80
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Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala
85 . 90 85

Arg Gly Arg Arg Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Leu Gly Arg
100 105 110

Gly Glu Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser
115 : 120 125

Gly Gly Gly Gly Ser Gly Gly CGly Gly Ser Gly Gly Gly Gly Ser Gin
130 135 . 140

Ser Val Leu Thr Gln Pro Pro Ser Val Ser Ala Ala Pro Gly Gln Iys
145 150 155 160

Val Thr Ile Ser Cys Ser Gly Ser Thr Ser Asn Tle Gly Asn Asn Tyr
165 170 o 175

Val Ser Trp Tyr His Gln His Pro Gly Lys Ala Pro Lys Leu Met Tle
180 185 190

Tyr Asp Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asn Ser Ala. Ser Leu Asp Ile Ser Gly Leu Gln Ser
210 215 220

Glu 2sp Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu Ser
225 230 235 240

Glu Phe Leu Phe Gly Ala Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 1660

<211> 248

<212> PRT

<213> Homo sapiens

<400> 1660
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45
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Gly Trp Ile Asn Gly Gly Ser Gly .Asp Thr Lys Tyr Ser Arg Lys Phe

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tvr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg-Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Leu vVal Thr Val Ser Ser Gly Gly Gly
115 120 : 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Ala Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 1580

Pro Ser Gly Ile Pro Asp Arg PheﬂSer Gly Ser Ser Ser Gly Asn Thr
195 A 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 . 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245 |

<210> 1661

<211> 247

<212> PRT

<213> Homo sapiens

<400> 1661
1945
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Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 . 10 15

Ser Val Lys Val Ser Cys Lys Thr Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Leu Pro Ile Phe Gly Pro Ala Arg Tyr Ala Glu Lys Phe

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 80

Met Glu Leu Lys Thr Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Gly Thr Ser Leu Met Asn Tyr Gly Thr Asp Val Trp Gly
100 105 110

Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala
130 135 140

Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly
145 150 155 160

Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln
165 170 175

His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg
180 185 190

Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr
210 . 215 220

Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly V
225 230 235 240
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Thr Lys Leu Thr Val Leu Gly
245

<210> 1662
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1662
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Ala Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly His Thr Phe Thr Ser Tyr
- 20 25 30

Val Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Thr Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu

Gln Gly Arg Val Thr Leu Thr Thr Asp Thr Ser Thr Asn Thr Ala Tyr
65 70 75 _ 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 . 90 S5

Ala Arg Gly Pro Tyr Asp Val Leu Thr Gly Tyr Leu Ser Gly Asn Phe
100 105 110

Asp Tyr Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

@ly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Liys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 - 185 4 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205
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WO 03/055979

3

Ala Ser Leu Thr Ile

2

10

Tyr Cys Asn Ser Arg

225

Gly Thr Lys Leu Thr

<210>
<211>
<212>
<213>

<400>

1663
247
PRT

245

Homo saplens

1663

Gln Val Gln Leu Gln

1

Ser val Lys

Asp I

le Ser
35

Gly Met Ile

Gln G
65

50

ly Arg

Leu Glu Leu

Ala Thr Gln

Arg G

Gly G
1

ly Thr
115

1y Ser
30

Ser vVal Ser

145

val

20

Trp

Ile

val

Gly

Gly

100

Leu

Gly

Gly

5

Ser

Ile

Pro

Ser

Sexr

85

Gly

val

Gly

Ser

Thr Gly
215

Asp Ser
230

val Leu

Gln Ser
Cys Arg
Arg Gln

Ile Phe
55

Ile Asp
70

Leu Thr

Gln Tyr

A

Thr Vval

Gly Gly
135

Pro Gly
150

PCT/US02/36496

Ala Gln Ala Glu Asp Glu Ala Asp Tyr

Ser Gly Asn His Val Val Phe Gly Gly

Gly

Gly

Ala

Ala

40

Gly

val

Pro

Asp

Ser

120

Ser

Gln

Ala Glu
‘10

Ser Glu
25

Pro Gly

Thr Thr

Asp Ala

Glu Asp

20

Ser Pro
105
Ser Gly

Gln Ser

Ser Ile

1948

235

val

Arg

Gln

Thr

Leu

75

Thr

Pro

Gly

val

Thr
155

220

Lys Lys

Thr Val

Arg Leu
45

Tyr Ala
60

Thr Ser

Ala Ile

Phe Asp

Gly Gly
125

Leu Thr
140

Ile Ser

Pro

Arg

30

Glu

Gln

Thr

Tyr

val

110

Ser

Gln

Cys

Gly

15
Thr
Trp
Gln

Ser

Tyxr

95
Trp
Gly

Pro

Thr

240

Ser

Met

Phe

Val

80

Cys

Gly

Gly

Ala

Gly
160
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Thr Sér Ser

His

Pro

Ala

Tyx
225

Thr

<210>
<211>
<212>
<213>

Pro
Ser
Ser
210

Cys

Lys

Gly

Gly

195

Leu

Ser

Leu

1664
259
PRT
Homo sapiens

<400> 1664
Gln Val Gln Leu Val

1

Ser

Gly

Ser

Lys

65

Leu

Ala

Ser

Leu

Met

Gly

50

Gly

Gln

Arg

Ala

Arg

His

35

val

Arg

Met

Gly

Trp
115

Asp

Lys

180

val

Thr

Ser

‘Thr

Leu
20

Trp
Ser
Phe
Asn
Glu

100

Gly

val
165
Ala
Ser
Ile

Tyr

val
245

5

Ser
val
Trp
Thr
Ser

85
Lys

Gly

Gly
Pro
Asn
Ser
Thr

230

Leu

Gln
Cys
Arg
Asn
Ile

70
Leu

Ala

Tyr

Gly

Lys

Arg

Gly

215

Thr

Gly

Ser

Ala

Gln

Ser

55

Ser

Arg

Arg

Tyr

yr
Leu
Phe
200

Leu

Arg

Gly
Ala
Ala

40
Gly
Arg
Ala

Tyr

Met
120

Asn

Met

185

Ser

Gln

Ser

Gly

Ser

25

Pro

Ser

Asp

Glu

Ty

105

AsSp

Tyr

170

Ile

Gly

Ala

Thr

Ala

10

Gly

Gly

Ile

Asn

Asp

90

Asp

val

1949

Val

Tyr

Ser

Glu

Arg
235

Leu
Phe
Lys
Ala
Ala

75
Thr

Ile

Ser

Glu

Lys

ASp

220

val

val

Thr

Gly

Tyr

60

Lys

ala

Leu

Gly

Trp

Gly

Ser

205

Glu

Phe

Gln

Phe

Leu

45

Ala

Asn

val

Thr

Arg
125

Tyr

Ser

190

Gly

aAla

Gly

Pro

Asn

30

Glu

Glu

Ser

Tyr

Gly

110

Gly

Gln
175
Lys
Asn

Asp

Gly

Gly

15
Asp
Trp
Ser
Leu
Tyr

95

TyY

Thr

PCT/US02/36496

Gln

Arg

Thr

TYyT

Gly
240

Arg

Tyx

val

val

Ser

80

Cys

Tyr

Leu
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Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
130 135 140

Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala -Ser Val Ser Gly
145 150 155 160

Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp
165 170 175

Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys
180 185 190

Ala Pro Lys Leu Met Ile Tyr Glu Gly Gly Lys Arg Pro Ser Gly Vval
195 200 205

Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr
210 215 220

Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser
225 230 235 240

Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr
245 250 255

val Leu Gly

<210> 1665
<211> 248
<212> PRT o
<213> Homo sapiens

<400> 1665
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Thr Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Tyr
20 25 30

Val Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 a5

Gly Arg Ile Thr Pro Ile Leu Gly Thr Pro Asn Leu Ala Gln Lys Phe
50 . 55 60

1950: -
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Gln GlylArg Leu Thr Ile Thr Ala Asp Glu Leu Thr Lys Thr Ala Tyr
65 70 . 75 80

Met Glu Leu Ser Arg Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Leu Asn Leu Glu Lys Thr Val Ile Arg Gly Phe Gly Tyr Phe
100 105 110

Asp Leu Trp Gly Lys Gly Thr Met Val Thr Vval Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

.Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1666

<211> 252

<212> PRT *
<213> Homo sapiens

<400> 1666
Gln Vval Gln Leu Leu Gln Ser Ala Ala Glu val Lys Lys Pro Gly Ser
1 i 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

1951
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Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Val Gly Gly Tyr Asp Ile Leu Thr Gly Tyr Tyr Leu Arg Gly
100 105 110

Met Asp Val Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val
130 135 140

Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr
145 150 155 160

Ile Ser Cys Thr Gly Thr Ser Ser Asp val Gly Gly Tyr Asn Tyr Val
' 165 170 175

Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr
180 185 : 190

Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser
195 200 205

Arg Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu
210 215 220

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg
225 230 . 235 240

vVal Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1667
<211> 248

- 1952
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<212> PRT
<213> Homo sapiens

<400> 1667
Gly Val Gln Leu vVal Gln Ser Gly Ala Glu Val Lys Lys Leu Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr‘Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 ’ 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Bla Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Lys Gly Thr Leu Val Thr vVal Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Vai Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 ' . 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
‘ 180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

1953
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Tyr Cyé Asn Ser Arg Asp Ser Ser Gly Asn His Val val Phe Gly Gly
225 ) 230 . 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1668

<211> 2438

<212> PRT

<213> Homo sapiens

<400> 1668
Gly Val Gln Leu Val Gln Ser Gly Ser Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 30

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

- Gln Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr val Arg Ile Thr
145 , 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gla
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 : - 185 190

1954
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3

Pro Ser Gly Ile

195

Ala Ser Leu Thr

210

Tyr Cys Asn Ser

225

Gly Thr Lys Leu

<210>
<211>
<212>
<213>

1669
251
PRT .
Homo sapiens

<400> 1669
Glu val Gln Leu Val

1

Ser
Met
Gly
Gln

65
Met
Ala

ASD

Gly

val

Ile

Gly

50

Gly

Glu

Thr

vVal

Ser

130

Lys

Ser

35

Phe

Arg

Leu

Ser

Trp

115

Gly

val

20

Trp

Ile

Val

Arg

Pro

100

Gly

Gly

Pro

Ile

Arg

Thr
245

5

Ser
val
Pro
Thr
Ser

85
Tyr

Lys

Gly

Asp

Thr

ASD

230

val

Glu

Cys

Arg

Ile

Leu

70

Leu

ASp

Gly

Gly

Arg

Gly

215

Ser

Leu

Ser

Lys

Gln

Phe

55

Thr

Arg

Thr

Thr

Sexr
135

Phe
200
Ala

Ser

Gly

Gly

Ala

Ala
40

Gly

Ala

Ser

Leu

Met

120

Gly

Ser Gly
Gln Ala

Gly Asn

Ala Glu
10

His Gly
25

Pro Gly

Thr Glu

Asp Glu

Glu Asp
90

Thr Gly
105

Val Thr

Gly Gly

1955

Ser

Glu

His
235

val

Gly

Gln

Arg

Ser

75

Thr

Tyr

val

Gly

Ser

Asp

220

Val

Lys

Thr

Gly

Lys

60

Thr

Ala

Val

Ser

Ser
140

PCT/US02/36496

Ser Gly Asn Thr

205

Glu

Val

Arg
Phe
Leu

45
Ala
Ser
Val
Tyr
Ser

125

Gln

Ala Asp Tyr

Phe Gly Gly

Pro

Ser

30

Glu

Pro

Thr

Tyr

Asn

110

Gly

Ser

Gly

15
Ser
Trp
Lys
Ala
Tyr

95
Gly

Gly

Val

240

ser
Ser
Met
Phe
VY

80
Cys
Val
Gly

Leu
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Thr Gin Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 ) © 150 A 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Arg Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 ) 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1670
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1670
Gln Val @ln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile 2sn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Afg vVal Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 175 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

1956
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Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

" Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Tle Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Ala Val Leu Gly
245

<210> 1671
<211> 251
<212> PRT
<213> Homo sapiens

<4D0> 1671
Gln Val Thr Leu Lys Glu Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Thr Asn Tyr Ala Glu Lys Phe
50 ' 55 60

1957
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Gln Giy Arg Leu Thr Ile Thr Ala Asp Glu Leu Thr Asn Thr Thr Tyr
65 ’ 70 . 75 80

Met Glu Leu Ser Ser Leu- Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 920 95

Ala Arg Val Ala Ala Ala Gly Ala Arg Thr Leu Gly Tyr Phe Gly Met
100 105 110

Asp Val Trp Gly Gly Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Pro. Sex Val Ser Ala Ala Pro Gly Gln Lys Val Thr Ile
145 150 155 160

Ser Cys Ser Gly Ser Thr Ser Asn Ile Gly Asn Asn Tyr Val Ser Trp
165 170 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Asp Val
- 180 185 190

Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Asn Ser Ala Ser Leu Asp Ile Ser Gly Leu Glan Ser Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ala Ala Txp Asp Asp Ser Leu Ser Glu Phe Leu
225 230 235 240

Phe Gly Thr Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1672
<211> 253
<212> PRT
<213> Homo sapilens

<400> 1672
Gin vVal Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Asp
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Sexr Gly Tyr Thr Phe Thr Ser His
20 25 30

‘1958
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4

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Val Ile Asn Pro Thr Gly Ser Ala Thr Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Asp Arg Val Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Asp Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Asp Val Ser Gly His Asp Ile Leu Thr Gly Tyr Ser Tyr Ar
100 . 105 110

Tvr Phe Asp Val Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser
130 135 ‘ 140

vVal Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile
145 150 155 160

Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr
165 170 175

val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile
180 185 190

Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly
195 200 205

Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala
210 215 220

Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr
225 230 235 240

Arg Val Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 1673
<211> 254

1959-
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'<212> PRT
<213> Homo sapiens

<400> 1673
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Met Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Thr Tyr
20 25 30

Gly Met Ala Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Val Ile Glu Asn Ser Gly Gly Thr Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Leu Asn Ser Leu Ser Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Asn Ser Pro Met Tyr Tyr Asp Arg Leu Thr Gly Phe Tyr Pro Ser
100 . 105 110

Gly Tyvr Phe Asp Ser Trp Gly Arg Gly Thr Leu Val Thr val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140

Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser
145 150 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
165 170 175

Tyr Val Ser Trﬁ Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 185 190

Ile Tyxr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
185 200 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

1960
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Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser

3

225 230 . 235 240

Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 : 250

<210> 1674

<211> 252

<212> PRT

<213> Homo sapiens

<400> 1674
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Arg Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 49 45

Gly Trp Ile Ser Gly Tyr Asn Asp Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg Val Thr Leu Thr Thr Asp Thr Ser Thr Ser Thr aAla Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 - 95

ala Arg Gly Ala Tyr Tyr Asp Ile Leu Thr Gly Tyr Tyr Pro Tyr Gly
100 - 105 110

Met Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly
115 ’ 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val
130 135 140

Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr
145 150 ) 155 160

Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val
- 165 o 170 175

Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr
180 185 - - 190

S 1961
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3

Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser
195 200 205

Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu
210 215 220

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg
225 230 235 240

vVal Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
‘ 245 250

<210> 1675
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1675 :
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Arg Arg Pro Gly Ala
1 ’ 5 . 10 15

Ser Val Arg Val Ser Cys Gln Ala Ser Gly Tyr Thr Phe Thr Asn Phe
20 25 30

Ala Ile His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Leu
35 40 45 '

Gly Arg Ile Ile Pro Ile Leu Gly Thr Ser Asn Phe Ala Gln Lys Phe
50 55 60

Gln Asp Arg Leu Thr Met Ser Ala Asp Glu Leu Thr Ser Thr Val Tyr
65 70 75 80

Met Glu Leu Asp Ser Leu Thr Ser Glu Asp Thr Ala Ile Tyr Tyr Cys
85 90 95 .

" Ala Arg Gly Pro Ser Ser Ala Gly Thr Thr Ile Gly Leu Gly Ser Phe
100 105 110

Asp Pro Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 © 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

1962
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Gln Asé Pro Ala Val Ser Val Ala Leu Gly Glan Thr Val Arg Ile Thr
145 150 . 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Gly Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
185 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215. 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Vval Phe Gly Gly
225 230 235 240

" Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1676
<211> 250
<212> PRT
<213> Homo sapiens

<400> 1676
Ala Val Gln Leu vVal Gln Ser Gly Ala Glu Val Lys Gln Pro Gly Ser

1 5 10 15

Ser Val Asn Val Ser Cys Lys Val Ser Gly Gly Thr Phe Gly Ser Ser
20 25 ' 30

Gly Ile Thr Trp val Arg Gln Ala Pro Gly Glu Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Ile Pro Val Leu Gly Thr Thr Asn Tyr Ala Gla Arg Phe
50 55 60

Gln Gly Arg Val Thr Ile Ile Ala Asp Glu Leu Thr Asn Thr Vval Asn
65 70 75 80

Met Glu Leu Ser Gly Leu Arg Ser Glu Asp Thr Ala Thr Tyr Tyr Cys
85 90 95

Ala Arg Glu Thr Arg Lys Tyr Thr Ser Ser Pro Pro Tyr Asn Tyr Tyr
100 105 110

1963
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1

Tyr Met Asp Val Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu
130 135 140

Leu-Ala Gln Asp Pro Ala Val Ser Val Ala Ser Gly Gln Thr Val Arg
145 150 155 160

Tle Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr
165 170 175

Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn
180 ) 185 190

Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly
195 200 205

Asn Thr Ala Ser Leu Thr Ile Thr Gly ala Glﬁ Ala Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 1677
<211> 243
<212> PRT
<213> Homo sapilens

<400> 1677
Glu Val Gln Leu Gln Gln Ser Gly Ala Glu Val Arg Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Arg Phe Thr Glu Ser Pro Ile His Txp Val
20 25 30

Arg Gln Ala Pro Gly Arg Gly Leu Glu Trp Leu Gly Gly Phe Asp’Arg
35 40 45 :

Glu Glu Gly Lys Thr Leu Tyr Ala Gln Lys Phe Gln Gly Arg Val Ile
50 '55 60

1964
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Leu Tﬁr Glu Asp Phe Leu Thr Lys Thr Ala Tyr Leu Glu Met Arg Thr

3

65 70 . 75 80

Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys Val Phe Asp Gln Phe
85 90 95

Ser Val Gly Gly Arg His Ala Phe Asp Leu Trp Gly Arg Gly Thr Leu
100 105 110

vVal Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly
i 130 135 140

Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp
145 150 155 ‘ 160

Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys
165 170 175

Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly val
180 ) 185 190

Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr
195 200 205

Ile Ser Gly Leu Gln Ala Glu Asp Gly Ala Asp Tyr Tyr Cys Ser Ser
210 - 215 220

Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr
L 225 230 . 235 ' 240

val Leu Gly

<210> 1678
<211> 242
<212> PRT
<213> Homo sapilens

<400> 1678
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Tyr
20 25 : 30 :

1965 -
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Ala

Gly

Gln

65

Met

Ala

Thr

Ser

Val

145

Arg

Val

Arg

Gly

Ser

225

Leu

Phe
Gly

50
Gly
Asp
Thr
Met
Gly
130
Ala
Ser
Leu
Phe
Ala
210

Ser

Gly

Ser

35

Ile

Arg

Leu

Gly

val

115

Gly

Leu

YT

val

Ser

195

Gln

Gly

<210> 1679
<211> 248

Trp

Tle

Val

Ser

Met

100

Thr

Gly

Gly

Tyr

Ile

180

Gly

Ala

Asn

val

Pro

Thr

Ser

85

Gly

val

Gly

Gln

Ala

165

TV

Ser

Glu

His

Arg

Ile

Ile

70

Leu

ASD

Ser

Ser

Thr

150

Ser

Gly

Ser

Asp

val
230

Gln

Phe

55

Thr

Arg

His

Ser

Ser

135

val

Trp

Lys

Ser

Glu

215

Val

Ala

40

Gly

Ala

Ser

TYyr

Gly

120

Glu

Arg

Asn

Gly

200

Ala

Phe

Prd

Thr

AsSp

Glu

Gly

105

Gly

Leu

Ile

Gln

Asn

185

Asn

AsSp

Gly

Gly
Ala
Glu
Asp

90
Met
Gly
Thr
Thr
Gln

170

Arg

‘Thr

TYyr

Gly

1966

Gln

Asn

Leu

75

Thr

Asp

Gly

Gln

Cys

155

Lys

Pro

Ala

Tyr

Gly
235

Gly

Tyr

60

Thr

Ala

val

Ser

Asp

140

Gln

Pro

Ser

Ser

Cys

220

Thr

Leu

45

Arg

val

Trp

Gly

125

Pro

Gly

Gly

Gly

Leu

205

Asn

Lys

Glu

Gln

Thr

Tyr

Gly

110

Gly

Ala

ASp

Gln

Ile

190

Thr

Ser

Leu

Trp

Lys

Val

Tyr

95

Lys

Gly

val

Ser

Ala

175

Pro

Ile

Arg

Thr

PCT/US02/36496

Met

Leu

Tyx

Cys

Gly

Gly

Ser

Leu

160

Pro

Asp

Thr

ASp

val
240
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<212> PRT
<213> Homo sapiens

<400> 1679
Gln val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 ] 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Glu Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg.val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tvr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Arg Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Alé Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu 2la Asp Tyr
210 215 220

1967
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vr st Asn'Ser Arg Asp Ser Ser Gly'Asn His Val val Phe Gly Gly
225 ! 230 . 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1680

<211> 247

<212> PRT

<213> Homo sapiens

<400> 1680
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lvs Val Ser Cys Lys Ala Ser Gly Asp Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txp Met
35 490 45

Gly Gly Ile Leu Pro Ile Phe Gly Thr Ala Lys Tyr Ala Glu Lys Phe

Glu Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 80

Met Glu Teu Arg Arg Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Gly Ser Ser Leu Met Thr Tyr Gly Thr Asp Val Trp Gly
100 105 110

Arg Gly Thr Met val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Thr Ala
130 135 140

Cys Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Val Ser Cys Thr Gly
145 150 155 160

Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Ser His Gln
165 170 175

His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg
180 185 - 180

- 1968
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Pro

ala

Tyr

225

Thr

<210>
<211>
<212>
<213>

3

Ser Gly Val Ser

195

Ser Leu Thr Ile

210

Cys Ser Ser Tyr

Lys Leu Thr Val

1681
248
PRT
Homo sapiens

<400> 1681
Gln Val Gln Leu Gln

1

Ser

Thr

Gly

Gln

65

Met

Ala

Asp

Gly

Val

Met

Trp

50

Gly

Glu

Arg

Ile

Ser
130

Lys

His

35

Ile

Arg

Leu

Ala

Trp

115

Gly

val

20

Trp

Asn

Val

ser

Thr
100

Gly

Gly

245

5

Ser

Val

Gly

Thr

Ser

85

Tyr

Arg

Gly

Asn
Ser
Thr
230

Leu

Gln
Cys
Arg
Gly
Ile

70
Leu
Asp

Gly

Gly

Arg

Gly

215

Thr

Gly

Ser

Lys

Gln

Ser

55

Thr

Gly

Pro

Thr

Ser
135

Phe
200

Leu

Axg

Gly

Ala

Ala

40

Gly

Lys

Ser

Leu

Leu

120

Gly

Ser Gly

Gln Ala

Ser Thr

Ala Glu
10

Ser Gly
25

Pro Gly
Asp Thr
Asp Thr
Glu Asp

50

Thr Gly
105

vVal Thr

Gly Gly

1969

Ser

Glu

Arg
235

val

Tyr

Gln

Lys

Ser

75

Thr

TYyTr

val

Gly

Lys

AsSp

220

val

Lys

Thr

Gly

Tyr

60

Ala

Ser

Ser

Ser
140

Ser
205

Glu

Phe

Lys

Phe

Leu

45

Ser

Ser

Leu

Phe

Ser

125

Ser

PCT/US02/36496

Gly Ile Thr

Ala Asp Tyr

Ala Gly Gly

Pro

Thr

30

Glu

Arg

Ala

Tyr

Asp

110

Gly

Glu

Gly

15

Lys

Trp

Lys

Ala

Tyxr

95

Gly

Gly

Leu

240

Ala

Tyr

Met

Phe

Tyr

80

Cys

Phe

Gly

Thr
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Gln Aép Pro Ala Val Ser Val Ala Leu Gly Gln Thr val Arg Ile Thr

1

145 150 . 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys 2Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1682

<211> 247

<212> PRT

<213> Homo sapiens

<400> 1682
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Phe Ser Ser Tyf
20 25 : 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Leu Pro Ile Phe Gly Thr Ala Lys Tyr Ala Glu Lys Phe
50 55 60

Glu Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Arg Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 S0 95

Ala Arg Ala Gly Ser Ser Leu Met Thr Tyr Gly Thr Aép val Trp Gly
100 105 110

1970
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Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro
130 135 140

Ser Val Ser Ala Ala Pro Gly Gln Liys Val Thr Ile Ser Cys Ser Gly
145 . 150 155 160

Ser Thr Ser Asn Ile Gly Asn Asn Tyr Val Ser Trp Tyr Gln Gln His
165 170 175

Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Asp Val Ser Lys Arg Pro
180 185 190

Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Asn Ser Ala
195 200 205

Ser Leu Asp Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Ala Ala Trp Asp Asp Ser Leu Ser Glu Phe Leu Phe Gly Thr Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 1683
<211> 250
<212> PRT
<213> Homo sapiens

<400> 1683 -
Gly Val Gln Leu Val Gln Ser Gly Ala Val Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Arg Asn Asn
20 25 30

Ala Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Val
35 - 40 45

Gly Gly Ile Ile Pro Val Phe Glu Thr Ile Asn Thr Ala Gln Lys Phe
50 ) 55 . 60

1971
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Gln Giy Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Thr Thr Ala Tyr
65 ' 70 : 75 80

Met Glu Leu Ser Ser Leu Arg Val Asp Asp Thr Ala vVal Tyr Tyr Cys
85 90 95

Ala Thr Glu Arg Gly Vval val Thr Ala Tyr Gly Gly Asp Ser Phe Asp
100 105 110

Leu Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly‘Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser val Leu Thr
130 135 140 :

Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser
145 . 15Q 155 ) 160

Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp
165 170 175

Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly
180 185+ 190

Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe
225 230 ) 235 . 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
: 245 . 250

<210> 1684
<211> 253
<212> PRT
<213> Homo sapiens

<400> 1684
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5. 10 15

Ser Val Lys Val Ser Cys Gln Ala Ser Gly Gly Thr Phe Ser Thr His
: 20 25 30

1972
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Ala

Gly

Gln

65

-Met

Ala

Phe

Gly

Leu

145

Ile

Ser

Glu

Lys

Asp
225

Ile

Gly

50

Gly

Glu

Arg

Gly

Gly

130

Thr

Ser

Trp

Gly

Ser

210

Glu

val

Asn

35

Ile

Arg

Leu

Pro

Ile

115

Ser

Gln

Cys

Tyr

Ser

195

Gly

Ala

Phe

<210> 1685
<211> 247

Trp
Ile
Leu
Ser
Leu
100
Trp
Gly
Pro
Thr
Gln
180
Lys
Asn

Asp

Gly

val

Pro

Thr

Ser
85

Gly

Gly

Gly

Ala

Arg

Met

Ile

70

Leu

Ile

Arg

Gly

Ser

150

Gly

165

Gln

Arg

Thr

Tyr

Gly
245

Thr

His

Pro

aAla

Tyr

230

Gly

Gln

Ser

55

Tle

Thr

Gly

Gly

135

val

Ser

Pro

Ser

Ser

215

Cys

Thr

Ala

40

Ala

Ala

Ser

Ala

Thr

120

Ser

Ser

Ser

Gly

Gly

200

Leu

Ala

Lys

Pro

Thr

Asp

Glu

Val
105

Leu

Gly

Gly

AsSp

Lys

185

val

Thr

Ser

Leu

Gly

Thr

Glu

Asp

20

Arg

val

Gly

Ser

Val

170

Ala

Ser

Ile

Trp

Thr
250

1973

Gln
Arg
Leu

75
Thr
Gly
Thr
Gly
Pro
155
Gly
Pro
Asn
Ser
Asp

235

Val

Gly
TyY

60
Thr
Ala
Ala
val
Gly
140
Gly
Gly
Lifs
Arg
Gly
220

AsSp

Leu

Leu

45
Ala
Ser
val
Lys
Ser
125
Ser
Gln
Tyr
Leu
Phe
205
Leu

Ser

Gly

Glu

Gln

Thr

TyT

Thr

110

Ser

Gln

Ser

Asn

Met

190

Ser

Gln

Leu

Trp

Lys

val

Tyr

95

ASp

Gly

Ser

Ile

Tyr

175

Ile

Gly

Ala

Asn
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Met

Phe

His

80

Cys

Ala

Gly

val

Thr

160

val

Tyxr

Ser

Glu

Gly
240
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<212> PRT
<213> Homo sapiens

<400> 1685
Cln Val Gln Leu val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Asp Thxr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 . 40 45

@ly Gly Ile Leu Pro Ile Phe Gly Thr Ala Lys Tyr Ala Glu Lys Phe
50 55 60

@lu Asp Arg Val ‘Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Arg Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95

Ala Arg Ala Gly Ser Ser Leu Met Thr Tyr Gly Thr Asp Val Trp Gly
100 105 110

Gln Gly Thr Pro Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Pro
130 135 140

Ser Ala Ser Gly Ser Pro Gly Gln Ser Val Thr Ile Ser Cys Thr Gly
145 S 150 155 - 160 v

Th+ Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln
: 165 170 175

His Pro Gly Lys Ala Pro Lys Phe Met Ile Tyr Asp Val Ser Lys Arg
180 185 190

Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly’Asn Thr
195 200 : 205

Ala Ser Leu Thr Ile Ser Gly Val Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 - 220

1974 : - -
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Tyxr CYS Ser Ser Tyr Thr Ser Ala Ser Thr Val Ile Phe Gly Gly Gly
225 ) 230 . 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 1686
<211> 244
<212> PRT
<213> Homo sapiens

<400> 1686
Gly val Gln Leu val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Ser Ser Arg Phe
20 25 30

Gly val Ser Trp Val Arg Gln Ala Pro .Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Asn Arxrg Ile Arg Pro Thr Leu Asn Ile Ala Gln Lys Phe
50 55 60

Gln Gly Arg Leu Val Ile Asn Val Asp Glu Leu Thr Asn Thr Thr Tyr
65 70 75 80

Met Glu Leu Thr Ser Leu Thr Ser Glu Asp Thr Ala Ile Tyr Tyr Cys
85 20 95

Thr Arg Asp Trp Gly His Trp Phe Asp Pro Trp Gly Arg Gly Thr Leu
100 105 110 :

Val. Thr val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly
115 120 125

Gly Gly Gly Ser Ala Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser
130 . 135 140

Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser
145 150 155 160

Asp Val Gly Gly Tyxr Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly
165 ‘ 170 175

Liys Ala Pro Lys Leu Met Ile Tyr Glu Val Ser Asn Arg Pro Ser Gly
180 185 ‘ 190

1975
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i1

Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu
195 200 205

Thr Ile Ser Gly Leu Gln Ala Gly Asp Glu 2la Asp Tyr Tyr Cys Ser
210 . 215 220

Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly Thr Lys Leu
225 230 235 240

Thr vVal Leu Gly

<210> 1687
<211l> 247
<212> PRT
<213> Homo sapiens

<400> 1687 :
Gln val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Leu Pro Ile Phe Gly Ser Ala Lys Tyr Ala Glu Lys Phe
50 55 60

Glu Asp Arg Val Thr Ile Thr Ala AspAGlu Leu Thr Arg Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Arg Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Gly Ser Ser Leu Met Thr Tyr Gllehr Asp Val Trp Gly
100 105 ‘ 110

Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 ) 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala
130 135 140

1976
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Ser Vval Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly
145 ' 150 . 155 160

Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln
165 170 175

His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser ﬂys Arg
180 185 190

Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 1688
<211> 251
<212> PRT
<213> Homo sapiens

<A400> 1688
Gln val Gln Leu Val Gln Ser Gly Ala Lys Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Vval Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
50 - 55 60

Gln Gly Arg Ala Thr Ile Thr Ala Asp Lys Ala Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Val Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 ~ 85

Ala Thr Glu Pro Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Ser Tyr Phe
100 105 ‘ 110 ’

1977



WO 03/055979 PCT/US02/36496

Asp Tyr Trp Gly Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Asp Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tvr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asp Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 1689
<211> 247
<212> PRT
<213> Homo sapiens

<400> 1689"°
Gln vVal Gln Leu Leu Gln Ser Ala Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Phe Ser Ser Tvyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Leu Pro Ile Phe Gly.Thr Ala Lys Tyr Ala Glu Lys Phe
50 55 60

1978
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Glu Asb Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 ! 70 . 75 80

Met Glu Leu Arg Arg Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 ) 90 95

ala Arg Ala Gly Ser Ser Leu Met Thr Tyr Gly Thr Asp Val Trp Gly
100 105 110

Lys Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala
130 135 140

Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly
145 150 155 . 160

Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln
165 170 175

His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg
180 185 190

Pro Ser Gly val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr
210 . 215 220

Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg vVal Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr Vval Leu Gly
245

<210> 1690

<211> 252

<212> PRT

<213> Homo sapiens

<400> 1690
Gln Val Gln Leu Gln Gln Trp Gly Gly Gly Val val Gln Pro Gly Arg
1 5 10 15

Ser Gln Arg Leu Ser Cys Val Ala Ser Gly Phe Thr Phe Ser Thr Tyr
.. 20 25 30

e o 1979
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Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ala Val Ile Ser Tyr Agp Gly Ser Lys Lys Tyr Tyr Gly Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Vval Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Tyr Cys
85 g0 95

Ala Asn Thr Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Gly Gly Gly Ala
100 105 110

Phe Asp Tyr Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val
130 135 140

Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr
145 150 155 ‘ 160

Ile Ser Cys Thr Gly Thr Ser Gly Asp Val Gly Gly Tyr Asn Tyr Val
165 170 175

Ser Trp Tvr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr
180 185 190

Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser
195 200 205

Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu
210 . 215 220

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg
225 230 235 . 240

Val Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 1691
<211> 246

S e 1980 -
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<212> PRT
<213> Homo sapiens

<400> 1691
Gln Val Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Ala Leu Ser Asn Tyr
20 25 30

Gly Val Ala Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Gly Tyr Asp Gly Thr Thr Lys Tyr Ala Gln Asn Phe
50 55 !

Gln Asp Arg Val Thr Met Thr Thr Asp Thr Leu Thr Lys Thr Ala Tyr
65 70 75 | 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Thr Arg Gly Ser Arg Val Arg Gly Val Thr Pro Asp Leu Trp Gly Arg
100 105 110

Gly Thr Leu val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly GlyVSer Gln Ser val Leu Thr Gln Pro Ala Ser
130 135 140

Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr
145 150 155 160

Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln' His
165 170 175

Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg Pro
180 185 190

Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr Ala
195 200 . 205

Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 - 220

1981
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Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly Thr
225 : 230 . 235 240

Lys Leu Thr Val Leu Gly
245

<210> 1692
<211> 244
<212> PRT
<213> Homo sapiens

<400> 1692
Gln val Gln Leu Leu Gln Ser Ala Ala Glu Val Lys Lys Pro Gly Ser
1 ' 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Txrp Met
35 40 45

Gly Gly Ile Leu Pro Ile Phe Gly Thr Ala Lys Tyr Ala Glu Lys Phe

Glu Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 80

Met Glu TLeu Arg Arg Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Gly Ser Ser Leu Met Thr Tyr Gly Thr Asp Val Trp Gly
100 105 110

Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln Asp Pro Ala
130 135 140

val Ser Val Ala Leu Gly Gln Thr val Arg Ile Thr Cys Gln Gly Asp
145 150 155 160

Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys Pro Gly Gln
165 ) 170 175

Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Axrg Pro Ser Gly Ile
180 185 190 -

S1982 ¢ -
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N

Pro Asp Arg Phe Ser Gly

195

Ile Thr Gly Ala Gln Ala

210

Arg Asp Ser Ser Gly Asn

225

Thr Val Leu Gly

<210>
<211>
<212>
<213>

<400>

1693
256
PRT
Homo sapiens

1693

Gln Val Gln Leu

1

Ser
val
Gly
Gln

65
Met
Ala
TyY

Ser

val

Phe

Gly

50

Gly

Glu

Ser

Gln

Ser
130

Lys
Ser

35
Ile
Arg
Val
Glu
Tyr
115

Gly

val
20

Trp

Thr

val

Ser

Cys

100

Tyr

Gly

Gln

5

Ser

val

Pro

Thr

Ser

85

Ser

Met

Gly

230

Gln

Cys

Arg

Met

Ile

70

Leu

Gly

AsSp

Gly

Ser
Glu

215

His

Ser
Lys
Gln
Phe

55
Ile
Arg
Ser

val

Ser
135%

Ser
200

Asp

val

Gly

Ala

Ala

40

ASDp

Ala

Ser

Ser

Trp

120

Gly

Ser Gly Asn

Glu Ala Asp

Val Phe Gly

Ala

Ser

25

Pro

Thr

ASD

Glu

Cys

105

Gly

Gly

Glu

10

Gly

Gly

val

Lys

Asp

90

Pro

Arg

Gly

1983

235

Met

Gly

Gln

Asn

Leu

75

Thr

Ala

Gly

Gly

Thr

Tyr

220

Gly

Lys

Thr

Gly

Tvr

60

Thr

Ala

Arg

Thr

Ser

Ala
205

Tyr

Gly

Lys
Phe
Leu

45
Ala
Asn
Val
Gln
Thr

125

Gly

140

Ser

Cys

Thr

Ser

Ser

30

Glu

Gln

Thr

Tyr

Pro

110

val

Gly
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Leu Thr

Asn Ser

Lys Leu
240

Gly Ser
15

His Ser

Trp Met

Iys Phe

vVal His

80

Phe Cys

95

Pro Tyr

Thr val

Gly Gly
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Ser Gin Ser Val Leu Thr Gln Pro Pro Ser val Ser Ala Ala Pro Gly
145 150 . 155 160

Gln Lys Val Thr Ile Ser Cys Ser Gly Ser Thr Ser Asn Ile Gly Asn
165 170 175

Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu
180 185 190

Met Ile Tyr Asp Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe
195 : 200 205

Ser Gly Ser Lys Ser Gly Asn Ser Ala Ser Leu Asp Ile Ser Gly Leu
210 215 220

Gln Ser Glu Asp Glu Ala Asp Tvr Tyr Cys Ala Ala Trp Asp Asp Ser
225 ‘ 230 . 235N\ : 240

Leu Ser Glu Phe Leu Phe Gly Thr Gly Thr Lys Leu Thr Val Leu Gly
245 250 255

<210> 1694 -

<211l> 244

<212> PRT

<213> Homo sapilens

<400> 1694 ,
Gln val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Lys vVal Ser Cys Lys Ala Ser Gly Asp Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ) 45 -

Gly Gly Ile Leu Pro Ile Phe Gly Thr Ala Lys Tyr Ala Glu Lys Phe
50 . 55 60

Glu Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Arg Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 . 95

Ala Arg Ala Gly Ser Ser Leu Met Thr Tyr Gly Thr Asp Val Trp Gly
100 105 110

1984
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Arg Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln Asp Pro Ala
130 135 140 .

Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys Gln Gly Asp
145 150 155 160

Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys Pro Gly Gln
165 170 175

Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro Ser Gly Ile
180 185 190

Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala Ser Leu Thr
195 200 205

Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Asn Ser
210 215 220

Arg Asp Ser Ser Gly Asn His Val val Phe Gly Gly Gly Thr Lys Leu
225 230 235 240

Thr vVal Leu Gly

<210> 1695

<211> 252

<212> PRT

<213> Homo sapiens

<400> 1695 .
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Met Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Gly Asn Tyr
‘ 20 25 30

Ala Ile Asn Trp Val Arg Gin Ala Pro Gly Gln Gly Phe Glu Trp Met
35 40 45

Gly Ile Ile His Pro Ser Gly Gly Ser Thr Ser Gln Val Gln Lys Phe
50 55 60

1985
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Gln Giy Arg Leu Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr

1

65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 , 95

Ala Arg Gly Ala Tyr Tyr Asp Ile Leu Thr Gly Tyr Tyr Pro Tyr Gly
100 105 110

Met Asp Val Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val
130 135 140

IL.eu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr
145 150 155 160

Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val
165 170 175

Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr
180 185 190

Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser
195 200 205

Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu
210 : 215" 220

Asp Glu Ala Asp Tyxr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg
225 . 230 235 240

val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1696

<211> 247

<212> PRT

<213> Homo sapiens

<400> 1696
@ln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Arg Ala Ser Glu Arg Thr Val Arg Thr Sexr
20 25 30

1986
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Gly

Gly

Gln

65

Leu

Ala

Arg

Gly

Ser

145

Thr

His

Pro

Ala

Tyr
225

Thr

Ile

Met

50

Gly

Glu

Thr

Gly

Gly

130

val

Ser

Pro

Ser

Ser

210

Cys

Lys

3

Ser

35
Ile
Axrg
Leu
Gln
Thr
115
ser
Ser
Ser
Gly
Gly
195
Leu

Ser

Leu

<210> 1697
<211> 247

Trp

Ile

val

Gly

Gly

100

Leu

Gly

Gly

ASp

Lys
180

‘Val

Thr

Ser

Thr

Ile

Pro

Ser

ser

85

Gly

val

Gly

Ser

val

165

Ala

Ser

Ile

Tyr

val
245

Arg

Ile

Ile

70

Leu

Gln

Thr

Gly

Pro

150

Gly

Pro

Asn

Ser

Thr

230

Leu

Gln
Phe

55
AsSp
Thr
TyTr
val
Gly
135
Gly
Gly
Lys
Arg
Gly
215
Thr

Gly

Ala

40

Gly

val

Pro

AsSp

Ser

120

Ser

Gln

vr

Leu

Phe

200

Leu

Arg

Pro

Thr

Asp

Glu

Ser

105

Ser

Gln

Ser

Asn

Met

185

Ser

Gln

Ser

1987

Gly

Thr

Ala

Asp

90

Pro

Gly

Ser

Ile

TyT

170

Ile

Gly

Ala

Thr

Gln

Thr

Leu

75

Thr

Pro

Gly

val

Thr

155

Val

Ser

Glu

Arg
235

Arg

TYVL

60

Thr

Ala

Leu

Gly

Leu

140

Ile

Ser

Glu

Lys

Asp

220

val

Leu

45

Ala

Ser

Ile

Asp

Gly

125

Thr

Ser

Trp

Gly

Ser

205

Glu

Phe

Glu

Gln

Thr

Tyr

vVal

110

Ser

Gln

Cys

Tyr

Trp

Gln

Ser

Tyr

95

Trp

Gly

Pro

Thr

Gln

175

Ser

190

Gly

Ala

Gly

Lys

Asn

AsSp

Gly
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Met

Phe

val

80

Cys

Gly

Gly

Ala

Gly

160

Gln

Arg

Thr

Tyr

Gly
240
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<212> PRT
<213> Homo sapiens

<400> 1697
Gln Val Gln Leu Leu Gln Ser Ala Ala Glu Val Lys Lys Pro Gly Ser
1 5 : 10 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Phe Ser Ser Tyr
’ 20 25 ) 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Leu Pro Ile Phe Gly Thr Ala Arg Tyr Ala Glu Lys Phe
50 55 60

Glu Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr ala Tyr
65 - 70 75 : 80

Met Glu Leu Arg Arg Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Gly Ser Ser Leu Met Thr Tyr Gly Thr Asp Val Trp Gly
100 105 110

Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Ala Leu Thr Gln Pro Ala
130 135 140

Ser Val Ser Gly.Ser Arg Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly
145 . 150 155 ' 160

Thr Thr Gly Asp Val Gly Gly Tyr Asp Tyr Val Ser Trp Tyr Gln Gln
165 170 175

His Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Gly Asn Ser Asn Arg
180 185 190

Pro Ser Gly Val Pro Asp Arg Phe Ser Ala Ser Lys Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Ser Gly Leu‘Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

1988
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Phe Cys Ser Thr Tyr Ala Pro Pro Gly Ile Ile Met Phe Gly Gly Gly
225 : 230 . 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 1698

<211> 252

<212> PRT

<213> Homo sapiens

<400> 1698 :
Gln val Thr Leu Lys Glu Ser Gly Ala Gln Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 ) 30

Ala Ile His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 40 a5

Gly Arg Ile Asn Ala Gly Asn Gly Asn Thr Lys Tyr Ser Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Arg Asp Thr Ser Ala Ser Thr Ala Tyr
65 70 75 80

Met Glu-Leu.Asn Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Ala Tyr Tyr Asp Ile Leu Thr Gly Tyr Tyr Pro Tyr Gly
100 105 110

Met Asp Val Trp Gly Arg Gly Thr Leu val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Giy Gly Ser Gly Gly Gly Gly Ser Gln Ser val
‘ 130 135 140

Leu Thr Gln Pro Pro Ser Val Ser Ala Ala Pro Gly Gln Lys val Thr
145 ’ 150 155 ‘ 160

Ile Ser Cys Ser Gly Ser Thr Ser Asn Ile Gly Asn Asn Tyr Val Ser
: 165 170 175

Trp Tyr GIln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Asﬁ
180 - 185 190

1989



WO 03/055979 PCT/US02/36496

3

Val Ser Lys Arg Pro Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Ser Ala Ser Leu Asp Ile Ser Gly Leu Gln Ser &lu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ala Ala Trp Asp Asp Ser Leu Ser Glu Phe
225 230 235 240

"Leu Phe Gly Thr Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1699

<211> 254

<212> PRT

<213> Homo sapiens

<400> 1699
Gln Val Gln Leu Gln Gln Ser Gly 2la Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro‘Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Ile Pro Ile Leu Gly Ile Ala Asn Tvr Ala Gln Lys Phe
50 55 60

Gln 'Gly Arg val Thr Ile Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 . 95

Ala Arg Asp Tyr Arg Asn Tyr Asp Ile Leu Thr Gly His Pro Tyr Tyr
100 105 110

Tyr Gly Met Asp Val Txrp Gly Arg Gly Thr Thr val Thr Val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140

1990
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Ser Vél Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro.Gly Gln Ser
145 ’ 150 . 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
165 170 175

Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 185 190

Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Pro Asn Arg Phe Ser
195 200 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser
225 230 235 240

Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
; 245 250

<210> 1700

<211> 248

<212> PRT

<213> Homo sapilens

<400> 1700
Gln val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Ser Tyr
20 ) 25 30

Ala Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 ‘ 45

Gly Lys Ile Asn Pro Ser Gly Thr Ser Val Thr Tyr Ala -Gln Arg Phe
50 55 60

Gln Gly Arg Val Thr Leu Thr Arg Asp Thr Ser Thr Ser Thr Asn Tyr
65 70 75 , 80

Met Glu Val Asn Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Gly Gln His Tyr Asp Ile Leu Thr Gly Tyr Ser Gln Glu Pro Phe
100 105 ~ 110

1991
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Asp Ile Trp
115

Gly Ser Gly
130

Thr Gln Ser
145

Ile Thr Cys

Gln Gln Lys

Ser Leu Ala
195

Thr Asp Phe
210

Thr Tyr Tyr
225

Gly Thr Lys

<210> 1701
<211> 254
<212> PRT

Gly

Gly

Pro

Arg

Pro

180

Ser

Thr

Cys

Leu

Arg

Gly

Ser

Ala

165

Gly

Gly

Leu

Gln

Glu
245

<213> Homo sapiens

<400> 1701
Gln Vval Gln
1

Ser Leu Arg

Ala Met Ser
35

Ser Ala Ile
50

Leu

Leu
20

Trp

Sexr

Gln

5

Ser

val

Gly

Gly

Gly

Thr

150

Ser

Lys

Ala

Thr

Gln

230

Ile

Glu

Cys

Arg

Ser

Thr

Ser

135

Leu

Glu

Ala

Pro

Ile

215

Tyr

Lys

Ser

Ala

Gln

Gly

Leu

120

Gly

Ser

Gly

Pro

Ser

200

Ser

Ser

Arg

Gly

Ala

ala

40

Gly

val

Gly

Ala

Ile

Lys

185

Arg

Ser

Asn

Gly
Ser
25

Pro

Ser

Thr

Gly

Ser

Tyr

170

Leu

Phe

Leu

Tyr

Gly

10

Gly

Gly

Thr

1992

val

Gly

Ile

155

His

Leu

Ser

Gln

Pro
235

Leu

Phe

Lys

Tyr

Ser

Ser

140

Gly

Trp

Ile

Gly

Pro

220

Leu

vVal

Thr

Gly

Tyr
60

Ser
125

Asp

Asp

Leu

Tyxr

Ser

205

Asp

Thr

Lys

Phe

Leu

45

Ala

Gly

Ile

Arg

Ala

Lys

1%0

Gly

Asp

Phe

Pro

Ser

30

Glu

Asp

Gly

Gln

vVal

Trp

175

Ala

Ser

Phe

Gly

Gly

Ser

Trp

Ser
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Gly

Met

Thr

160

Tyr

Ser.

Gly

Ala

Gly
240

Gly

YL

val

val
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Lys Giy Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 : ’ 70 . 75 80

T.eu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Lys Asp Gln Thr Tyr Tyr Asp Ile Leu Thr Gly His Tyr Tyr Tyr
100 105 110

Tyr Gly Met Asp Val Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140

Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser
145 150 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
165 170 175

Tyr Val Ser Tr§ Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 185 190

Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
195 200 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser
225 230 235 240

Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr val Leu Gly
245 250

<210> 1702
<211> 246
<212> PRT
<213> Homo sapiens

<400> 1702
¢ln Val Gln Leu Gln Gln Trp Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 - 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Lys Tyr Tyr
20 25 30

1993
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Thr Tyr Ser Trp Ile Arg Gln Ala Pro Gly Gln Trp Leu Glu Trp Met
35 40 45

Gly Ser Ile Asn Pro Val Arg Gly Thr Ala Asn Tyr Ala Gln His Leu
50 55 60

Arg Gly Arg Val Thr Ile Ile Ala Asp Glu Leu Thr Ser Thr Val Tyr
65 70 75 80

Met Asp Leu Ser Gly Leu Gly. Ser Asp Asp Thr Ala Val Tyr Phe Cys
85 S0 95

Ala Thr Glu Gly Ala Ala Asp Tyr Leu Asn Gly Gln Tyr Phe Gln His
100 105 110

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln Asp
130 135 140

Pro Ala Met Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys Gln
145 150 155 160

Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys Pro
165 170 175

Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Arg Asn Asn Arg Pro Ser
180 185 190

Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala Ser
195 200 205

Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys
210 215 220

Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly Gly Thr
225 230 - 235 . 240

Lys Leu Thr vVal Leu Gly
245

<210> 1703
<211> 247

1994
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<212> PRT
<213> Homo sapiens

<400> 1703
Gln val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly

1 5 10 15

Ser Lieu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tvyr
20 25 ‘ 30

Ser Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ser Ile Ser Ser Ser Ser Ser Tvr Ile Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr
65 ' 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Thr Leu Gly Tyvr Tyr Asp Ile Lieu Thr Gly Tyr Arg Ser Asp Asp
100 105 110

Tyr Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln
130 135 140

Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys
145 150 155 160

Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys
165 170 175

Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro
180 185 180

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala
195 200 205

Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 220 :

1995
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Cys Aén Ser' Arg Asp Ser Ser Gly Asn His Val val Phe Gly Gly Gly
225 : 230 ) 235 240

Thr Lys Leu Thr val Leu Gly
245

<210> 1704

<211> 247

<212> PRT

<213> Homo sapiens

<400> 1704
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Phe Ser Ser Tyr
20 25 30

Ala TIle Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Leu Pro Ile Phe Gly Thr Ala Lys Tyr Ala Glu Lys Phe
50 55 ° 60

Glu Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Arg Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
’ 85 90 95

Ala Arg Ala Gly Ser Ser Leu Met Ala Tyr Gly Thr Asp Val Trp Gly
100 105 110

Arg Gly Thr Thr val Thr val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 120 125

¢ly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala
130 135 140

Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Tle Ser Cys Thr Gly
145 150 ‘ 155 160

Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln
165 170 175

His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg
180 - 185 ) 190

1996



WO 03/055979 PCT/US02/36496

3

Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr
210 - 215 220

Tyr Cys Ser Ser His Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 1705

<211> 248

<212> PRT

<213> Homo saplens -

<400> 1705 .
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys vVal Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Ile Pro Ile Val Asn Met Ala Asn Tyr Ala Gln Lys Phe
50 - 55 60

Gln Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Gly Thr Ala Tyr
65 70 . 75 80

Met Glu Leu Thr Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Asn Tyr Asp Phe Leu Thr Gly Tyr Tyr Gly Ala Phe Asp
100 _ 105 110

Ile Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln
130 . 135 140

1997
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AsSp Pro ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys
145 ! 150 . 155 160

Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys
165 170 175

Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro
180 185 190

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asp Thr Ala
195 200 205

Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Asn Ser‘ArgrAsp Ser Ser Ser Thr His Arg Gly Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245 .

<210> 1706

<211> 251

<212> PRT

<213> Homo sapiens

<400> 1706 , ‘
Gln Val Gln Teu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Asn
20 25 30

val Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 i 75 . 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr TYr'Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

1998
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Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr g}n Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 . 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
: 165 17Q 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro- Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Glu Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
1985 200 - 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1707

<211> 247

<212> PRT

<213> Homo sapiens

<400> 1707
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Phe Ser Ser Tyr
20 ) 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Leu Pro Ile Phe Gly Thr Ala Lys Tyr Ala Glu Lys Phe
50 55 60

1999
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Glu Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr

3

65 70 . 75 80

Met Glu Leu Arg Arg Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

2Ala Arg Ala Gly Ser Ser Leu Met Thr Tyr Gly Thr Asp Val Trp Gly
100 ‘ 105 110

Lys Gly Thr Leu Val Thr Val Ser Pro Gly Gly Gly Gly Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln.Pro Pro
130 135 140

Ser Val Ser Ala Ala Pro Gly Gln Lys Val Thr Ile Ser Cys Ser Gly
145 : : 150 ' 155 ' 160 -

Ser Thr Ser Asn Ile Gly Asn Asn Tyr Val Ser Trp Tyr Gln Gln His
165 170 175

Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Asp Val Ser Lys Arg Pro
180 185 190

Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Lys Ser Gly Asn Ser Ala
195 200 205

Ser Leu Asp Ile Ser Gly Leu Gln Ser Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Ala Ala Trp Asp Asp Ser Leu Ser Glu Phe Leu Phe Gly Thr Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 1708
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1708
Gln Val Gln Leu Val Gln Ser Gly Gly Gly val val Gln Pro Gly Arg
1 5 10 ) i 15

Ser Gln Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

2000
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Gly

Ser

Lys

65

Leu

Ala

Asp

Gly

Glu

145

Arg

Phe

Asn

Gly

Ala

225

Phe

Met

Ala

50

Gly

Gln

Arg

Ala

Gly

130

Leu

Ile

Gln

Lys

Asn

210

AsSp

Gly

Ser

35

Ile

ATg

Met

Gly

Phe

115

Gly

Thr

Thr

Gln

Arg

195

Thr

Tyr

Gly

<210> 1709
<211> 254

Trp

Ser

Phe

Asn

Gly

100

Asp

Gly

Gln

Cys

Lys

180

Pro

Ala

Tyr

Gly

val

Gly

Thr

Ser

85

Leu

Ile

Ser

Asp

Gln

165

Pro

Ser

Ser

Cys

Thr
245

Arg

Ser

Ile

70

Leu

Tyr

Trp

Gly

Pro

150

Gly

Gly

Gly

Leu

His

230

Lys

Gln

Gly

55

Ser

Arg

AsSp

Gly

Gly

135

Ala

Asp

Gln

Ile

Thr

215

Ser

Leu

Ala

40

Gly

Arg

Ala

Ile

Arg

120

Gly

val

Ser

Ala

Pro

200

Ile

Arg

Thr

Pro
Ser
ASp
Glu
Leu
105
Gly
Gly
Ser
Leu
Pro
185
Asp
Thr

Asp

val

Gly
Thr
Asn
Asp

90
Thr
Thr
Ser
Val
Arg
170
Leu
Arg
Gly

Ser

Leu
250

2001

Lys

Tyr

Ser

75

Thr

Gly

Met

Gly

Ala

155

Ser

Leu

Phe

Ala

Ser

235

Gly

Gly

TYyY

60

Lys

Ala

Arg

val

Gly

140

Leu

Tyr

val

Ser

Gln

220

Gly

Leu

45

Ala

Asn

Val

Pro

Thr

125

Gly

Gly

Tyr

val

Gly

205

Ala

AsSn

Glu

Asp

Thr

Tyx

Ala

110

Val

Gly

Gln

Thr

Tyr.

150

Ser

Glu

His

Trp

Ser

Leu

Tvr

95

Thr

Ser

Ser

Thr

Asn

175

Ala

Ser

ASp

val

PCT/US02/36496

Val

Val

Tyr

80

Cys

Asp

Ser

Ser

Val
160

Trp

Lys

Ser

Glu

Leu
240
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<212> PRT
<213> Homo sapiens

<400> 1709
Clu Val Gln Leu vVal Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Arg Phe Asn Arg Tyr
20 25 30

Ala Thr Thr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45 .

Gly Gly Ile Ile Pro Leu Phe Gly Thr Thr Lys Tvr Ala Gln Arg Leu
50 55 60

Gln Gly Arg val Thr Ile Thr Ala Asp Glu Leu Thr Asn Thr Val Phe
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Thr Thr Asp Arg Phe Gly Ala Lys Asp Val Thr Ala Arg Trp Gly
100 105 110

Met Asp Val Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ala
130 135 140

Val Leu Thr Gln Pro Ser Ser Val Ser Gly Ala Pro Gly Gln Arg Val
145 . 150 155 160

Thr Ile Ser Cys Thr Gly Ser Ser Ser Asn Ile Gly Ala Pro Tyxr Asp
165 170 175

Val His Trp Tyr Gln Gln Phe Pro Gly Thr Ala Pro Lys Leu Leu Met
‘ 180 185 190

Tyr Gly Asn Ser Asn Arg Pro Ser Gly Val Pro Asp Arg Phe Sexr Gly
195 200 205

Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Gly Leu Gln Ala
210 215 220

2002
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Glu Asb Glu Ala Asp Tyr Tyr Cys Gln Ser Tyr Asp Ser Ser Leu Ser
225 : 230 . 235 240

Gly Ser Val Phe Gly Thr Gly Thr Lys Val Thr Val Leu Gly
245 250

<210> 1710

<211> 257

<212> PRT

<213> Homo gapiens

<400> 1710
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 ’ 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Ala Leu Ser Ser Asp
20 25 . 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 . 45

Gly Gly Ile Ile Pro Thr Phe Arg Lys Thr Lys Tyr Ala Gln Lys Phe
50 55 60

@¢ln Gly Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Val pPhe
65 : 70 ' 75 80

Met Glu Leu Ser Ser Leu Lys Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Arg Glu Asp Thr Asp Lys vVal Lys Pro Trp Asp Arg Tyr
100 105 110

Tyr His Tyr Tyr Tyr Met Asp Val Trp Gly Arg Gly Thr Met Val Thr
115 120 125

val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly
130 135 140

Gly Ser ala Gln Ser Ala Leu Thr Gln Pro Ala Ser Val Ser Gly Ser
145 150 155 160

Pro Gly Gln Ser Leu Thr Ile Ser Cys Thr Gly Thr Ser Arg Asp val
165 170 , 175

Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala
180 185 190

2003
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-3

Pro Lys Leu

195

Asn Arg Phe

2

Ser G
225

Arg S

Gly

<210>
<211>
<212>
<213>

- <400>

10

1y Leu

er Ser

1711
247
PRT

Ile Ile

Ser Gly

Gin Ala

Ser Thr
245

Homo sapiens.

1711

Glu Val Gln

1

Ser Val Lys

Thr I

le Ser
35

Gly Gly Ser

Gln Gly Arg

65

Met Glu Leu

Ala Arg Asp

vVal Thr val

115

Leu Val
)

Vval Ser
20

Trp Val

Leu Pro

VvVal Ala

Arg Ser
85

Gln Gly
100

Ser Ser

Tyr

Ser

Glu

230

Met

Gln

Cys

Arg

_Pro

Ile

70

Leu

Arg

Gly

Asp

Lys

215

Asp

Phe

Ser

Lys

Gln

Ser

55

Thr

Lys

Tyr

Gly

val

200

Ser

Glu

Gly

Gly

Ala

Ala

40

Gly

Ala

Ser

Leu

Gly
120

Ser

Gly

Ala

Gly

ala
Ser

25
Pro
Ala
Asp
Asp
Asp
105

Gly

Lys

Asn

Asp

Gly
250

Glu

10

Gly

Gly

Pro

Ala

Asp
90

Leu

Ser

2004

Arg

Thr

Tyr

235

Thr

val

Gly

Gln

Ile

Leu

75

Thr

Trp

Gly

Pro

Ala
220

Tyr

Lys

Lys

Thr

Gly

Tyr

60

Thr

Ala

Gly

Gly

Ser

205

Ser

Cys

val

Lys

val

Leu

45

Ala

Asn

val

Gln

Gly
125

Gly

Leu

Ser

Thr

Pro

Ser

30

Glu

Gln

Thr

Tyr

Gly

110

Gly

val

Thr

Ser

val
255

Gly

15

Ser

Trp

Lys

Ala

TYyY

55

Thr

Ser

PCT/US02/36496

Ser

Ile

TVIr
240

Leu

Ser

Arg

Met

Phe

Phe

80

Cys

Leu

Gly
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Gly Gly Gly
130"

Ser
145

Gly Ala

Ser Asn Ile

Thr Ala Pro

Thr val

195

Gly

Leu Ala

210

Ser

Cys Ala

225

Thr Lys Leu

<210>
<211>
<212>
<213>

1712
251
PRT

<400> 1712
Gln val Gln
1

Ser Val Lys

Ile Ser Trp
35

Gly Ile Leu
50

Gly Arg val
65

Asp Leu Ser

Ala

Ser

Pro

Gly

Lys

180

Ile

Trp

Thr

Leu

Val

20

val

Pro

Thr

Arg

Ala
Gly
Ser
165
Leu
Asp
ser

ASp

val
245

Homo sapiens

val

5

Ser

Arg

Met

Ile

Léu
85

Leu
Gln
150
Asn
Leu
Arg
Gly
ASp
230

Leu

Gln

Cys

Gln

Tyr

Thr
70

Arg

Ser

135

Arg

Phe

Ile

Phe

Leu

215

Ser

Gly

Sexr

Arg

Ala

Gly

55

Ala

TYr

Tyr

val

Val

Tvr

Ser

200

Arg

Leu

Gly
Ala
Pro

40
Thr

Asﬁ

Glu

Val

Thr

Asn

Arg

185

Gly

Ser

Sexr

Ala

Ser

25

Gly

Ala

Lys

Asp

Leu

Ile

Trp

170

Asp

Ala

Glu

Gly

Glu

10

Gly

Arg

Asn

Leu

Thr
90

2005

Thr

Ser

155

Tyr

Ile

Lys

Asp

Pro
235

val

Gly

Gly

Tvr

Thr

75

Ala

Gln

140

Cys

Gln

Gln

Ser

Gly

220

val

Lys

Ser

Leu

Ala

60

Asn

val

Pro

Ser

Gln

Arg

Ala

205

Ala

Phe

Lys

Phe

Glu

45

Gln

Thr

Tyr

Pro

Gly

val

Pro

190

Thr

Asp

Gly

Pro

Asn

30

Trp

Lys

val

Tyr

Ser

Ser

Pro

175

Ser

Ser

Tyr

Gly

Gly

His

Met

Phe

Tyr

Cys
95

PCT/US02/36496

Ala

Ser

160

Gly

Asp

Ala

Y%

Gly
240

Ser

Ala

Gly

Gln

Met

80

Ala



WO 03/055979 PCT/US02/36496

3

Arg Glu Leu Gly Leu Ser Ile Val Gly Ala Thr Thr Gly Ala Leu Asp
100 105 110

Met Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser Gly Gly &ly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Gln Ser Val Leu
130 135 140

Thr Gln Pro Pro Ser Val Ser Gly Ala Pro Gly Gln Arg Val Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asn Ile Gly Ala Gly Tyr Asp Val His
165 170 175

Trp Tyr Gln Gln Leu Pro Gly Thr Val Pro Lys Leu Val Ile Tyr Gly
180 185 190

Asn Asn Asn Arg Pro Ser Gly Val Ser Asp Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr Arg Leu Gln Ala Glu Asp
210 215 220

Glu Ala Tyr Tyr Tyr Cys Gln Ser Tyr Asp Thr Gly Leu Ser Gly Leu
225 230 235 240

Phe Gly Gly Gly Thr Gln Leu Thr Val Leu Ser
245 250

<210> 1713

<211l> 252

<212> PRT

<213> Homo sapiens

<400> 1713
Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Arg Lys Pro Gly Ser
1 ‘ 5 10 15

Ser Val Arg Val Ser Cys Glu Ala Ser Gly Gly Lys Phe Ser Asn Tyr
20 25 30

Ser Leu Asn Trp Leu Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

2006
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Gly Afg Ile

Gln

65

Met

Ala

Asn

Gly

Leu

145

Ile

Trp

Asn

Ser

Glu

225

val

<210>
<211>
<212>
<213>

<400>

50

Gly

Glu

Arg

val

Ser

130

Thr

Ser

Tyr

Asp

Gly

210

Ala

Phe

3

Arg

Leu

Glu

Trp

115

Gly

Gln

Cys

Gln

Gln

195

Thr

Glu

Gly

1714
245
PRT
Homo sapiens

1714

Ile

Leu

Asn

Leu

100

Gly

Gly

Pro

Ser

Gln

180

Met

Ser

Tyr

Gly

Pro

Thr

Ser

85

Gly

Arg

Gly

Pro

Gly

165

Leu

Pro

Ala

Phe

Gly
245

val

Ile

70

Leu

His

Gly

Gly

Ser

150

Ser

Pro

Ser

Ser

Cys

230

Thr

Leu Asp
55

Thr Ala

Arg Ala

Arg Glu

Thr Met
120

Ser Gly
135

Val Ser
Ser Ser
Gly Thr
Trp Val

200

Leu Ala
215

Ala Thr

Lys Leu

Ile

AsSp

Glu

Gly

105

val

Gly

Gly

Asn

Ala

185

Pro

Ile

Trp

Thr

Val Asp

Lys Leu
75

Asp Thr
90

Gly Tvyr

Thr Vval

Gly Gly

Thr Pro
155

val Gly
170

Pro Lys

Asp Arg

Arg Gly

Asp ASp

235

Val Leu
250

Ty

60

Thr

Ala

Trp

ser

Ser

140

Gly

Ser

Leu

Phe

Leu

220

Sexr

Gly

ala
Gly
Ile
Tyr
Ser
125
Ala
Gln
Asn
Leu
Ser
205

Arg

Leu

PCT/US02/36496

Pro Lys Phe

Thr Ile Phe
80

Tyr Tyr Cys
95

Ser Pro Tyr
110

Gly Gly Gly

Gln Ser Val

Gly Val Ser
160

Thr Val Asn
175

Ile His Thr
190

Gly Ser Lyé

Ser Glu Asp

Asn Ala Val
240

@ln Val Gln Leu Val Gln Ser Gly Pro Glu Val Lys Lys Pro Gly Ser

1

5

10

2007

15
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Ser Val Lys Val Ser Cys Lys Ala Ser Arg Gly Pro Phe Glu Asn Tyr
20 25 30

Gly Val Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Arg Ile Val Pro Ile Ser Gly Ala Thr Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Asp Arg Leu Thr Leu Thr Ala Asp Glu Leu Thr Thr Thr Val Phe
65 70 75 80

Met Glu Leu Thr Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 ) 95

Ala Lys Asn Met Gly ala Ser Ala Ala Ala Asp Phe Trp Gly Arg Gly
100 105 110

Thr Met vVal Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Ala Leu Ser Tyr Glu Leu Thr Gln Pro Pro
130 135 140

Ser Val Ser Val Ser Pro Gly Gln Thr Ala Arg Ile Thr Cys Ser Gly
145 150 155 160

Asp Val Leu Ala Asn Gln Tyr Ala Tyr Trp Tyr Gln Gln Lys Pro Gly
165 170 175

Gln Ala Pro Val vVal val Met Tyr Gln Asp Asn Glu Arg Pro Ser Gly
' 180 185 190

Thr Pro Glu Arg Leu Ser Gly Ser Arg Ser Gly Ser Thr Val Thr Leu
195 200 205

Thr Ile Ser Gly Val Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Gln
210 215 220

Ser Ala Asp Ser Thr Gly Thr Tyr Ala Leu Phe Gly Gly Gly Thr Lys
225 230 235 - 240

Leu Thr Val Leu Gly
245

2008
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<210>
<211l>
<212>
<213>

3

1715
250
PRT
Homo sapiens

<400> 1715
Gln Val Gln

1

Ser

Ala

Gly

Gln

65

Leu

Ala

Trp

Gly

Gln

145

Cys

Gln

Lys

val
Phe
Ser

50
Gly
Glu
Ser
Gly
Gly
130

Pro

Ser

Gln

Arg

Lys

Asn

35

Ile

Arg

Leu

Arg

Lys

115

Gly

Pro

Gly

Leu

Pro
195

Leu

Val

20

Trp

val

val

Ser

TyrE

100

Gly

Gly

Ser

Ser

Pro

180

Ser

val

5

Ser

Val

Pro

Thr

Asn

85

Gly

Thr

Ser

val

Ser

165

Gly

Gly

Gln

Cys

Arg

vVal

Leu

70

Leu

Asp

Leu

Gly

Ser

150

Ser

Thr

Ile

Sexr

Lys

Arg

Phe

55

Thr

Arg

Pro

Val

Gly

135

Ala

Asn

Ala

Pro

Gly

Ala

Ala

40

Asn

Ala

Ser

Phe

Thr

120

Gly

Ala

Ile

Pro

Asp

200 |

Ala
Ser

25
Pro
Thr
Asp
Asp
™YY
105
vVal
Gly
Pro
Gly
Lys
185

Arg

Glu

10

Gly

Gly

Lys

Glu

Asp

Tyr

Ser

‘Ser

Gly
Asp
170

Leu

Phe

© 2009

val

Gly

Gln

Thr

Leu

75

Thr

Tyr

Ser

Ala

Gln

155

Ala

Leu

Ser

Lys
Thr
Gly
Phe

60
Thr
Ala
VY

Gly

Gln
140

Lys

Tyr

Ile

Gly

Lys

Phe

Leu

45

Ala

Arg

val

TYyY

Gly

125

Ser

val

val

Sér
205

Pro

Ser

30

Glu

Arg

Thr

Tyr

Met

110

Gly

val

Thr

Ala

Glu

190

Lys

Gly
Ser
Trp
Lys
Ala
Tyr

95
Asn
Giy
Leu
Ile
Trp
175

Asn

Ser
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Ser

Tyr

Leu

Phe

Tyr

80

Cys

val

Ser

Thr

Ser

160

Phe

Asn

Gly
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' Thr Sér Ala Thr Leu
210 *

Asp Tyr Tyr Cys Gly
225

Gly Gly Gly Thr Lys
245

<210> 1716
<211l> 258
<212> PRT
<213> Homo sapiens

<400> 1716
Gln vVal Gln Leu VvVal
1 - 5

Ser Val Lys Val Ser
20

Gly Ile Ser Trp Val
35

Gly Arg‘Val Ile Pro
)
50

Gln Gly Arg Leu Thr
65

Met Glu Leu Ser Thr

85

Ala Arg Glu Ser Gly
100

Ala Ala Asn Gly Phe
115

Ser Ser Gly Gly Gly
130

Ser Ala Gln Ala Val
145 ’

Gly Gln Arg Val Thr
165

Gly

Thr

230

val

Gln

Cys

Arg

Ile

Ile

70

Leu

ser

Asp

Gly

Leu

150

Ile

Ile
215

Trp

Asn

Ser
Lys
Gln
Phe

55
Thr
Arg
His
val
Ser
135

Thr

Ser

PCT/US02/36496

Thr Gly Teu Gln Thr Gly Asp Glu Ala

220

Asp Ser Ser Leu Ser Ala Val Ile Phe

vVal Leu Gly

Gly

Ala

Ala

40

Gly

Ala

Ser

Tyr

Txp

120

Gly

Gln

Cys

Ser

Ser

25

Pro

Lys

Asp

Glu

ASp

105

Gly

Gly

Pro

Thr

250

Glu

10
Gly
Gly
Ser
Lys
Asp

90
Leu
Gln
Gly
Ser

Gly
170

2010

235

Met

Gly

His

Lys

Ala

75

Thr

Leu

Gly

Gly

Ser

155

Ser

Lys

Thr

Gly

Thr

60

Thr

Ala

Thr

Thr

Ser

140

val

Ser

Lys

Phe

Leu

45

Ala

ASD

Leu

Gly

Leu

125

Gly

Ser

Ser

Pro

Ser

30

Glu

Gln

Thr

TyxY

Leu

110

val

Gly

Gly

Asn

Gly

15

Thr

Trp

Arg

Val

Tyr

95

Leu

Thr

Gly

Ala

Thr
175

240

Ser

Asn

Met

Phe

Tyr

Cys

val

val

Gly

Pro

160

Gly
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Ala Gly Tyr Asp Val His Trp Tyr Gln His Leu Pro Gly Thr Ala Pro
180 185 190

Lys Leu Val Ile Tyr Asp Ser Gly Asn Arg Pro Ser Gly Val Pro Asp
185 200 205

Arg Phe Ser Gly Ser Lys Ser Gly Thr Ser Ala Ser Leu Ala Ile Thr
210 215 220

Gly Leu Gln Ala Glu Asp Glu Ala Asn Tyr Tyr Cys Gln Ser Tyr Asp
225 230 235 240

Thr Ser Leu Ser Gly Trp Val Phe Gly Gly Gly Thr Lys Leu Thr vVal
245 250 255

Leu Gly

<210> 1717
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1717

Gly Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Tle Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met .
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 v 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Met Glu Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Gly Tyr Phe
100 105 110
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Asp Tfr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 . 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Val Met
130 - 135 © 140

Thr Gln Ser Pro Ser Thr Leu Ser Ala Ser Val Gly Asp Arg Val Thr
145 150 155 160

Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Trp Leu Ala Trp Tvr
165 170 175

Gln Gln Lys Pro Gly Arg Ala Pro Lys Val Leu Ile Tyr Lys Ala Ser
180 185 190

Thr Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly
195 200 . 205

Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala
210 215 220

Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Trp Thr Phe Gly Gln
225 230 235 240

Gly Thr Lys Leu Glu Ile Lys Arg
245

<210> 1718

<211> 248

<212> PRT

<213> Homo sapiens

<400> 1718
Gln Val Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 8 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys. Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 ( 75 80

2012
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
: 85 90 95

Ala Arg Met Glu Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Gly Tyr Phe
100 105 110

Asp Tyr Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 ‘ 140

Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220 \

Tyr Cys His Ser Arg Asp Ser Ser Gly Asn His Val Leu Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly !
245

<210> 1719
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1719 |

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

12013
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Ala Iie Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
'35 40 . 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 ’ 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Met Glu Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Gly Tyr Phe -
100 105 110

Asp Tyr Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Val Met
130 135 .140

.

Thr Gln Ser Pro Ser Thr Leu Ser Ala Ser Val Gly Asp Arg Val Thr
145 150 155 160

Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Trp Leu Ala Trp Tyr
165 170 175

@ln Gln Lys Pro Gly Arg Ala Pro Lys Val Leu Ile Tyr Lys Ala Ser
180 185 190

Thr Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly
195 200 205

Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala
210 215 220

Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Trp Thr Phe Gly Gln
225 230 235 240

Gly Thr Lys Leu Glu Ile Lys Arg
245

<210> 1720

<211> 249

<212> PRT

<213> Homo sapiens : N

2014
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<400> 1720 .
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Fhe
20 25 30

Ala Tle Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 a5

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Leu

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Pro Tyr Tyr Asp Ile Leu Thr Gly Tyr Phe Ala Phe Asp Ile
100 105 110

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln
130 135 140

Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys
145 150 155 160

Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr
165 170 175

Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser
180 185 190

Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly
195 . 200 205

Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala
210 215 . 220

Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val RPhe Gly
225 230 . 235 240

2015
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3

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1721

<211> 248

<212> PRT

<213> Homo sapiens

<400> 1721
Glu Val Gln Leu Val Glu Ser Gly Pro Glu Val Lys Lys Pro Gly Thr
1 ’ 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
. 35 40 45

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Gly Arg Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Met Glu Tyr aAsp Ile Leu Thr Gly Tyr Tyr Gly Gly Tyr Phe
100 105 110

Asp Tyr Trp Gly Gln Gly Thr Met Val Thr vVal Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185. 1590

12016
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Pro SerlGly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 . 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
2190 215 220

Tyvr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245 '

<210> 1722
<211> 250
<212> PRT
<213> Homo sapilens

<400> 1722

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr
20 25 30

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Pro Asn Ser Gly Gly Thr Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Val Leu Pro His Tyr Asp Ile Leu Thr Gly Tyr Ser Gln Asn
100 ‘ 105 110

Trp Phe Asp Pro Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly
115 120 . 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu
130 135 140

Leu Thr Gln Asp Pro Ala Val Ser vVal Ala Leu Gly Gln Thr Val Arg
145 - 150 ) 155 160

2017
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Tle

Gln

Asn

Asn

Asp

225

Gly

<210>
<211>
<212>
<213>

<400>

Thr

Gln

Arg

Thr
210

Tyr

Gly

Cys

Lys

Pro

195

Ala

Tyr

Gly

1723
250
PRT
Homo sapiens

1723

Gln

Pro

180

Ser

Ser

Cys

Thr

Gly

165

Gly

Gly

Leu

Asn

Lys
245

Glu val Gln Leu Gln

1

Ser

Tyr

Gly

Gln

65

Met

Ala

Val

Met

Trp

50

Gly

Glu

Arg

Lys

His

35

Ile

Arg

Leu

val

val
20

Trp

Asn

val

Ser

Leu
100

5

Ser

val

Pro

Thr

Arg

85

Pro

AsSp

Gln

Ile

Thr

Ser

230

Leu

Gln

Cys

Arg

Asn

Met

70

Leu

His

Ser

Ala

Pro

Ile

215

Arg

Thr

Ser

Lys

Gln

Ser

55

Thr

Arg

TYyTY

Leu

Pro

Asp

200

Thx

Asp

Val

Gly

Ala

Ala

40

Gly

Arg

Ser

Asp

Arg
val
185
Arg
Gly

Ser

Leu

Ala
Ser

25
Pro
Gly
Asp

Asp

Ile
105

Ser

170

Leu

Phe

Ala

Ser

Gly
250

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Leu

2018

Tyr

val

Ser

Gln

Gly
235

val

Tyr

Gln

Asn

Ser

75

Thr

Thr

Tyr

Ile

Gly

Ala

220

Asn

Lys

Thr

Gly

Tyr

60

Ile

Ala

Gly

Ala

Tvr

Ser

205

Glu

His

Glu

Phe

Leu

45

Ala

Ser

val

Tyr

Ser

Gly

190

Ser

Asp

vVal

Pro

Thr

30

Glu

Gln

Thr

TyxY

Ser
110

Trp

175

Lys

Ser

Glu

val

Gly

15

Gly

Trp

Lys

Ala

Tyr
95

Gln

PCT/US02/36496

Tvyr
Asn
Gly
Ala

Phe
240

Ala
Tyr
Met
Phe
Tyr
Cyé

Asn
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Trp PhelAsp Pro Trp Gly Lys Gly Thr Met Val Thr vVal Ser Ser Gly
' 115 120 - 125

Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu
130 135 140

Leu Thr Gln Asp Pro Ala Val Ser vVal Ala Leu Gly Gln Thr Val Arg
145 150 155 160

Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr
165 - 170 175

Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn
180 185 190

Asn Arg Ser Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly
195 ~ 200 205

‘Asn Thr 2la Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe
225 230 235 240

Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1724
<211> 249
<212> PRT
<213> Homo sapiens

<400> 1724
@ln Val Asn Leu Arg Glu Ser Gly Gly Gly val val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45

Ala val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 ' 55 60

lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

. 2019



WO 03/055979 PCT/US02/36496

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 ¢ 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 : 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 . 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val val Phe Gly
225 230 235 . 240

Gly Gly Thr Lyes Leu Thr Val Leu Gly
245

<210> 1725
<211> 249
<212> PRT
<213> Homo sapiens

<400> 1725 .
Gln Val Asn Leu Arg Glu Ser Gly Gly Gly Val val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

2020
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Gly MetJHis Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 - 45

Ala Val Ile Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
) 85 90 95

Ala Lys Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Tyr Tyr Gly
100 105 110

Met Asp Val Trp Gly Lys Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 : 120 ’ 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 - 135 140

Thr Gln Asp Pro Ala val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 155 160

Thr Cys Gln Gly Rsp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn
180 185 190

Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn
195 200 ) 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
© 210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr val Leu Gly
245 ’

<210> 1726

<211> 247

<212> PRT -
<213> Homo sapiens

2021
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<400> 1726 : .

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 ’ 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Thr Tyr
20 25 30

Gly Tle Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 : 45

Gly Trp Ile Ser Ala Tyr Thr Gly Lys Thr Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr aAla val Tyr Tyr Cys
85 %0 95

Ala Arg Val Tyr Tyr Asp Ile Leu Thr Gly Tyr Asn Leu Phe Phe Asp
100 105 o110

Tyr Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly
115 120 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln
130 135 140

Asp Pro Ala Val Ser vVal Ala Leu Gly Gln Thr Val Arg Ile Thr Cys
145 i50 155 160

Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln Lys
165 170 175

Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg Pro
180 185 190

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala
195 200 205

Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val val Phe Gly Gly Gly
225 230 : 235 240

2022



WO 03/055979 PCT/US02/36496

1

Thr Lys Leu Thr Val Leu Gly
245

<210> 1727
<211> 2438
<212> PRT
<213> Homo sapiens

<400> 1727
Gln Val Gln Leu Val Gln Ala Gly Ala Asp Val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile- Ser Trp Val Arg Gln Ala Prb Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Met Glu Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Gly Tyr Phe
100 - 105 110

Asp Tyr Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly
115 120 ' 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Arg Asn Asn Arg
180 185 2190

- 2023 -
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Pro Sér Gly Ile Pro
‘195

Val Ser Leu Thr Ile
210

Tyr Cys Asn Ser Arg
225

Gly Thr Lys Leu Thr
245

<210> 1728
<211> 248
<212> PRT
<213> Homo sapilens

<400> 1728
Gln val Gln Leu val

1 5

Ser Val Lys Val Ser
20

Ala Ile Ser Trp Val
35

Gly Gly Ile Ile  Pro
50

Gln Gly Arg val Thr
65

Met Glu Leu Ser Ser
85

Ala Arg Met Glu Tyvr
. 100

Asp Tyr Trp Gly Arg
115

Gly Ser Gly Gly Gly
130

Gln Asp Pro Alatvél
145

Asp

Thr

Asp

230

val

Gln

Cys

Arg

Ile

Ile

70

Leu

Asp

Gly

Gly

Ser
150

Arg

Gly

215

Ser

Leu

Ser

Lys

Gln

Phe

55

Thr

Arg

Ile

Thr

Ser

135

val

Phe

200

Ala

Sexr

Gly

Gly

Ala

Ala

40

Gly

Ala

Sexr

Leu

Leu

120

Gly

Ala

Ser Gly
Gln Ala

Gly Asn

Ala Glu
10

Ser Gly
25

Prp Gly
Thr Ala
aAsp Glu
Glu Asp

90

Thr Gly
105

val Thr

Gly Gly

Leu Gly

2024

Ser

Glu

His
235

val

Gly

Gln

Asn

Ser

75

Thr

Tvr

val

Gly

Gln
155

Ser

Asp

220

val

Lys

Thr

Gly

TyTr

60

Thr

Ala

Tyr

Ser

Ser

140

Thr

PCT/US02/36496

Ser' Gly Asn Thr
205

Glu Ala Asp Tyr

val Phe Gly Gly
240

Arg Pro Gly Ser
15

Phe Ser Ser Tyr
30

Leu Glu Trp Met
45

Ala Gln Lys Phe

Ser Thr Ala Tyr.
80

val Tyr Tyr Cys
95

Gly Gly Tyr Phe
110

Ser Gly Gly Gly
125

Ser Glu Leu Thr

Val Arg Ile Thr
, 160
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Cys Gln

Lys Pro

Pro Ser

Ala Ser
210

Tyr Cys
225

Gly Thr

Gly

Gly

Gly

195

Leu

His

Lys

<210> 1729
<211> 247
<212> PRT
<213> Homo sapiens

<400> 1729
Gln val Gln Leu Val

1

Ser Val

Tyr Met

Gly Trp
50

Gln Gly
65

Met Glu

Ala Arg

Lys

His

35

Ile

Arg

Leu

Gly

Asp

Gln

180

Ile

Thr

Ser

Leu

val

20

Trp

Asn

val

Ser

TVr
100

Ser

165

Ala

Pro

Iie

Arg

Thr
245

5

Ser

Val

Pro

Thr

Arg

Tyr

Leu
Pro
ASp
Thr
ASD

230

val

Gln
Cys
Arg
Asn
Met

70

Leu

Asp

Leu

Arg

Gly

215

Ser

Leu

Ser

Lys

Gln

Sef

55

Thr

Arg

Ile

Ser

Leu

Phe

200

Ala

Ser

Gly

Gly

Ala

Ala

40

Gly

Arg

Ser

Leu

Tyr
val
185
Ser

Gln

Gly

Ala
Ser

25
Pro
Gly
Asp

Asp

Thr
105

Tyr

170

val

Gly

Ala

Asn

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Gly

2025

Ala

TvyY

Ser

Glu

His
235

Val

Tyr

Gln

Asn

Ser

75

Thr

Tyr

Ser

Ala

Ser

Asp

220

vVal

Lys

Thr

Gly

Tyr

Ile

Ala

Tyr

Trp
Lys
Ser
205

Glu

Leu

Lys
Phe
Leu

45
Ala
Ser

val

Asp

Tyxr

Asn

190

Gly

Ala

Phe

Pro

Thr

30

Glu

Gln

Thr

Tyr

Ala

- 110

Gln

175

Lys

Asn

Asp

Gly

Gly

15

Ser

Trp

Lys

Ala

Tyr
95

Phe

PCT/US02/36496

Gln

Arg

Thr

Tvr

Gly
240

Ala

Tyr

Met

Phe

Tyr

Cys

Asp
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Ile Trp Gly Lys Gly Thr Met Val Thr val Ser Ser Gly Gly Gly Gly
115 120 - 125

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gln
130 135 140

Asp Pro Ala Val Ser val Ala Leu Gly Gln Thr Val Arg Ile Thr Cys
145 150 155 160

Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Thr Asn Trp Phe Gln Gln Lys
165 170 175

Pro Gly Gln Ala Pro Leu Leu Val Val Tyr Ala Lys Asn Lys Arg Pro
180 185 190

Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala
195 ‘ 200 205

Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr Tyr
210 215 220

Cys His Ser Arg Asp Ser Ser Gly Asn His Val Leu Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr val Leu Gly
245

<210> 1730
<211> 249
<212> PRT
<213> Homo sapiens

<400> 1730
Glu val Gln Leu Val Glu Ser Gly Ala Glu Val Asn Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr
20 25 30

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gln Arg Leu Glu Trp Met
35 40 45

Gly Trp Ile Asn Ala Gly Asn Gly Asn Thr Asn Tyr Ser Gln Asn Phe
50 55 60

Gln Asp Arg Val Ser Ile Thr Arg Asp Thr Ser Ala Asn Thr Val Tyr
65 70 : 75 80

2026
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3

Met Glu Leu Asn Ser Leu Arg Pro Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Asp Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Ser Gly Tvr Tyr
100 105 110

Met Asp Val Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly
115 120 125

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu
130 135 140

Thy Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile
145 150 155 160

Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln
165 170 175

Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asp Asn
180 ’ 185 190

Arg Pro Ser Gly Ile Pro Asp Arg'Phe Ser Gly Ser Ser Ser Gly 2sn
‘195 200 205

Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp
210 215 220

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val val Phe Gly
225 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1731

<211> 252

<212> PRT

<213> Homo sapilens

<400> 1731
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
20 25 30

2027
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Gly

aAla

Lys

65

Leu

Ala

Tyr

Ser

Ser

145

val

Trp

Lys

ser

Glu

225

Val

Me.t

Val

50

Gly

Gln

Arg

Tyr

Gly

130

Glu

Arg

Phe

Asn

Gly

210

Ala

Phe

His
'35

Ile

Arg

Met

Asp

Gly

115

Gly

Leu

Ile

Gln

Lys

195

Asn

AsSD

Gly

<210> 1732
<211> 248
<212> PRT
<213> Homo sapiens

Trp

Ser

Phe

Asn

Axrg

100

Met

Gly

Thr

Thr

Gln

180

Arg

Thr

Tyx

Gly

val

Tyr

Thr

sSer

85

Leu

Asp

Gly

Gln

Cys

165

Lys

Pro

Ala

TyY

Gly
245

Arg

AsSp
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70

Leu

Glu

val

Ser

Asp

150

Gln

Pro

Ser

Ser

Cys

230

Thr

Gln

Gly

55

Ser

Arg

TyTY

Trp

Gly

135

Pro

Gly

Gly

Gly

Leu

215

Asn

Lys

Ala

40

Ser

Arg

Ala

Tyr

Gly

120

Gly

Ala

Asp
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Ile

200

Thr

Ser

Leu

Pro

Asn

AsSp

Glu

Asp

105

Arg

Gly

val

Ser

Ala

185

Pro

Ile

Arg

Thr

Gly

Lys

Asn
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Gly

Gly

Ser

Leu

170

Pro

Asp

Thr

Asp

val
250

2028

Lys
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Ser

75

Thr

Leu

Thr

Sexr

vVal

155

Arg

Leu

Arg
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235

Leu

Gly
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60
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Thr
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140

Ala
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Phe
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220
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Leu
45

Ala'
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125

Gly
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TyY
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110

Thr
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190
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Trp
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95
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Cys
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Ser
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160

Asn
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240
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<400> 1732 4
Gln Val Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 1Q 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 . 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Met Glu Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Gly Tyr Phe
100 105 110

Asp Tyr Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser vVal Ala Leu Gly Gln Thr vVal Arg Ile Thr
'145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

pro. Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
195 200 ' 205

Ala Ser Leu Thr Ile Thr Gly 2Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys His Ser Arg Asp Ser Ser Gly Asn His Val Leu Phe Gly Gly
225 230 235 240

2029



WO 03/055979 PCT/US02/36496

3

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1733

<211> 248

<212> PRT

<213> Homo sapiens

<400> 1733
Gln Val @ln.Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 . 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyf Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80 -

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
B5 90 95

Ala Arg Met Glu Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Gly Tyr Phe
100 105 . 110

Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp Ile Val Met
130 135 140

Thr Gln Ser Pro Ser Thr Leu Ser Ala Ser Val Gly Asp Arg val Thr
145 150 155 160

Tle Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Trp Leu Ala Trp Tyr
165 170 175

Gln Gln Lys Pro Gly Arg Ala Pro Lys Val Leu Ile Tyr Lys Ala Ser
: 180 . © 185 190

2030
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Thr Leu Glu Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly
195 200 205

Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala
210 215 220

Thr Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Trp Thr Phe Gly Gln
225 230 235 240

Gly Thr Lys Leu Glu Ile Lys Arg
245

<210> 1734

<211> 248

<212> PRT .
<213> Homo sapiens

<400> 1734
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 i 5 10 15

Ser vVal Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

@Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met @lu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Met Glu Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Gly Tyr Phe
100 105 110

Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Vval Ser Ser Gly Gly Gly
. 115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 © 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

2031
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Cys

LysS

Pro

Ala

Tyr

225

Gly

Gln Gly

Pro Gly

Sexr Gly
195

Ser Leu
210

Cys Asn

Thr Lys

<210> 1735
<21l> 254
<212> PRT

<213>

<400> 1735

Gln

1

Ser

Gly

Ala

Lys

65

Leu

Ala

val Gln

Leu Arg

Met His

35

Ser val

50

Gly Arg

Gln Met

Lys Ser

Asp Ser Leu
165

Gin Ala Pro
180

Ile Pro Asp

T,

Thr Ile Thr

Ser Arg AsSD
230

Leu Thr val
245

Homo sapilens

Leu Val Glu
5

Leu Ser Cys
20

Trp Val Arg

Arg Asn AsSp

Phe Thr Ile
70

Asn Ser Leu
85

Gln Ser Asp
100

Arg

val

Arg

Gly

215

Ser

Leu

Ser

Ala

Gln

Gly

55

Ser

Arg

Tyr

Ser

Leu

Phe

200

Ala

Ser

Gly

Gly

Ala

Ala

40

Ser

Arg

Ala

Asp

™vr
Val
185
Ser

Gln

Gly

Gly
Ser

25
Pro
Asn
Asp

Glu

Ile
105

2032

Tyr

170

Ile

Gly

Ala

Asn

Gly

10

Gly

Gly

Thr

Asn

Asp

%0

Leu

Ala

VY

Ser

Glu

His
235

Val
Phe
Lys
Tyr
Thr

75

Thr

Thr

Ser

Gly

Ser

Asp

220

val

Val

Thr

Gly

Tyr

Lys

Ala

Gly

Trp

Lys

Ser

205

Glu

val

Gln

Phe

Leu

45

Thr

Asn

Val

Tyr

Tyr

Asn

190

Gly

Ala

Phe

Pro

Ser

30

Glu

Asp

Thr

Tyr

Tyr
110

Gln
175
Asn
Asn

Asp

Gly

Gly

15

Gly

Trp

Ser

Leu

Tyx

PCT/US02/36496

Gln

Arg

Thr

TyY

Gly
240

Gly

Tyr

val.

val

Tyr

80

Cys

95°

Tyr

Tyr
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Ty Gly'Met Asp Val Trp Gly Arg Gly Thr Leu Val Thr val Ser Ser
115 . 120 - 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140

Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser
145 150 155 160

Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
165 170 175

Tyr Val Sexr Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 185 190

Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
195 200 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala GIu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser
225 230 235 240

Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1736

<211> 251

<212> PRT

<213> Homo sapiens

‘<400> 1736
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 ' 15

Ser Val Lys Val Ser Cys Lys Ala Ser Asp Tyr Thr Phe Thr Ser Tyr
: 20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 - 40 45

Gly Trp Ile Ser Ala Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu
50 55 60 ’

Gln Gly Arg val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 . 80

2033 ¢
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Met

Ala

Asp

Gly

Thr

145

Ser

Trp

Gly

Ser

Glu

225

Phe

Glu

Arg

Tyr

Ser

130

Gln

Cys

Tyr

Ser

Gly

210

Ala

Gly

Leu

Met

Trp

115

Gly

Pro

Thr

Gln

Lys

195

Asn

Asp

Gly

<210> 1737
<211> 248
<212> PRT
<213> Homo sapilens

<400> 1737
¢ln val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1

Arg

Glu

100

Gly

Gly

Ala’

Gly

Gln

180

Arg

Thr

Tyr

Gly

Ser

85

Tyr

Gln

Gly

Ser

Thr

165

His

Pro

Ala

Tyr

Thr
245

5

Leu

AsD

Gly

Gly

val

150

ser

Pro

Ser

Ser

Cys

230

Lys

Arg

Ile

Thr

Ser

135

Ser

Ser

Gly

Gly

Leu

215

Ser

Leu

Ser

Leu

Met

120

Gly

Gly

Asp

Lys

val

200

Thr

Ser

Thr

Asp
Thr
105
val
Gly
Ser
val
Ala
185
Ser
Ile

YT

val

Asp

90

Gly

Thr

Gly

Pro

Gly

170

Pro

Asn

Ser

Thr

Leu
250

10

Thr

Tyr

val

Gly

Gly

155

Gly

Lys

Arg

Gly

Thr

235

Gly

Ala

Tvr

Ser

Ser

140

Gln

Tyxr

Leu

Phe

Leu

220

Arg

Val
Gly
Ser
125
Gln
Ser
Asn
Met
Ser
205

Gln

Ser

Tyr

Gly

110

Gly

Ser

Ile

Tvr

Ile

190

Gly

Ala

Thr

TyY

95
Tyxr
Gly
vVal
Thr
Val
175
Tyx
Ser

Glu

Arg

15

PCT/US02/36496

Cys

Phe

Gly

Leu

Ile

160

Ser

Glu

Lys

Asp

val
240

Ser Val Lys Val Ser Cys Lys Ala Ser Gly‘ Gly Thr Phe Ser Ser Tyr

20

25

2034

30
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Ala

Gly

Gln

65

Met

Ala

AsSp

Gly

Thr

145

Ile

Gln

Thr

Thr

Thr

225

Gly

Ile

Gly

50

Gly

Glu

Arg

TvY

Ser
130

Gln -

i‘hr
Gln
Leu
Asp
210

Tyr

Thr

Ser

35
Ile
Arg

Leu

Met

Trp.

115

Gly

Ser

Cys

Lys

Glu

195

Phe

Tvr

Lys

<210> 1738
<211> 251
<212> PRT
<213> Homo sapiens

Trp

Ile

Val

Ser

Glu

100

Gly

Gly

Pro

Arg

Pro

180

Ser

Thr

Cys

Leu

val

Pro

Thr

Ser

85

vr

Lys

Gly

Ser

Ala

165

Gly

Gly

Leu

Gln

Glu
245

Arg

Ile

Ile

70

Leu

Asp

Gly

Gly

Thr

150

Ser

Arg

val

Thr

Gln

230

Ile

Gln
Phe

55
Thr
Arg
Tle
Thr
Ser
135
Leu
Gln
Ala
Pro
Ile
215

Ser

Lys

Ala

40

Gly

Ala

Ser

Leu

Leu

120

Gly

Ser

Gly

Pro

Ser

200

Ser

Tyr

Arg

Pro

Thr

Asp

Glu

Thr

105

Val

Gly

Ala

Ile

Lys

185

Arg

Ser

Ser

Gly

Ala

Glu

Asp

20

Gly

Thr

Gly

Ser

Ser

170

Val

Phe

Leu

Thr

2035

Gln

Asn

Ser

75

Thr

Tyr

Val

Gly

Val

155

Ser

Leu

Sexr

Gln

Pro
235

Gly

Tyxr

60

Thr

Ala

Tyr

Ser

Ser

140

Gly

Trp

Ile

Gly

Pro

220

Trp

Leu

45

Ala

Ser

val

Gly

sSer

125

Asp

Asp

Leu

Tyr

Ser

205

Glu

Thr

Glu

Gln

Thr

Tyr

Gly

110

Gly

Ile

Arg

Ala

Lys

190

Gly

Asp

Phe

Trp

Lys

Ala

YT

95

TYyT

Gly

val

val

Trp

175

Ala

Ser

Phe

Gly

PCT/US02/36496

Met

Phe

Tyr

80

Cys

Phe

Gly

Met

Thr

160

Tyr

Ser

Gly

Ala

Gln
240
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<400> 1738
Gln val Gln

1

Ser

Gly

Gly

Gln’

65

Met

Ala

Asp

Gly

Thr

145

Ser

Trp

Gly

Ser

Glu
225

val

Ile

Trp

50

Gly

Glu

Arg

Tyxr

Ser

130

Gln

Cys

TYTY

Ser

Gly
210

Lys

Ser

35

Ile

Arg

Leu

Met

Trp

115

Gly

Pro

Thr

Gln

Lys

195

Asn

AsSp

Leu

val
20

Trp

Ser

Val

Arg

Glu

100

Gly

Gly

Ala

Gly

Gln

180

Arg

Tyr

val

Ser

val

Ala

Thr

Ser

85

Tyr

Gln

Gly

Ser

Thr

165

His

Pro

Ala

Tyr

Gln

Cys

Arg

Tyr

Met

70

Leu

Asp

Gly

Gly

val

150

Ser

Pro

Ser

Ser

Cys
230

Ser

Lys

Gln

Asn

55

Thr

Arg

Ile

Thr

Ser

135

Ser

Ser

Gly

Gly

Leu

215

Ser

Gly

Ala

Ala

40

Gly

Thr

Ser

Leu

Met

120

Gly

Gly

Asp

Lys

val

200

Thr

Ser

Ala
Ser

25
Pro
Asn
Asp
Asp
Thr
105
val
Gly
Ser
Val
Ala
185
Ser

Ile

Tyxr

Glu

10

Gly

Gly

Thr

Thr

ASp

90

Sexr

Thr

Gly

Pro

Gly

170

Pro

Asn

Ser

Thr

2036

val

Tyr

Gln

His

Ser

75

Thr

Tyr

val

Gly

Gly

155

Gly

Lys

Arg

cly

Thr
235

Lys

Thr

Gly

Tyxr

60

Thr

Ala

TYyT™

Ser

Ser

140

Gln

Tyr

Leu

Phe

Leu

220

Arg

Lys

Phe

Leu

45

Ala

Ser

val

Gly

Pro

125

Gln

Ser

Asn

Met

Sexr

205

Gln

Ser

Pro

Thr

30

Glu

Gln

Thr

Tyr

Gly

110

Gly

Ser

Ile

TYyY

Ile

190

Gly

Ala

Thr

Gly

15

Ser

Trp

Lys

Ala

TYr

95

TYY

Gly

val

Thr

val

175

YT

Ser

Glu

Arg

PCT/US02/36496

Ala

TyY

Met

Leu

Tyr

80

Cys

Phe

Gly

Leu

Ile

160

Ser

Glu

Lys

Asp

val
240
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3

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1739

<211> 254

<212> PRT

<213> Homo sapiens

<400> 1739 .
Gly Val Gln Leu Val Glu Ser Gly Gly Gly Leu Ile Gln Pro Gly Gly
1 5 10 15

Ser T.eu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Val Ser Ser Asn
20 25 30

Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 . 45

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Lys Ser Gln Ser Asp Tyr Asp Ile Leu Thr Gly Tyr Tyr Tyr Tyr
100 105 110

Tyr Gly Met Asp val Trp Gly Lys Gly Thr Leu Val Thr Val Ser Ser
115 s 120 ) o 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln
130 135 140

Ser Val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser
145 150 155 : 160

Tle Thr val Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn
165 170 175

Tyr vVal Ser Trp‘Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met
180 . 185 190

2037
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Ile Tyr Glu Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser
1595 200 . 205

Gly Ser Lys Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln
210 215 220

Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser
225 230 235 240

Thr Arg Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1740

<211l> 251

<212> PRT

<213> Homo sapiens

<400> 1740
Gln val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 , 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Val Ser Sexr Asn
20 25 30.

Tyr Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Ser Ala Ile Ser Gly Ser Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 55 60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
65 70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
85 20 95

Ala Lys Ser Gln Ser Asn Tyr Asp Ile Leu Thr Gly Tyr Tyr Tyr Tyr
100 105 110

Tyr Gly Met Asp Val Trp Gly Lys Gly Thr Leu Val Thr vVal Ser Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Sexr Gly Gly Gly Gly Ser Ser
130 - 135 140

Glu Leu Thr Gln Aép Pro Ala Val Ser Val Ala Leu Gly Arg Thr Val
145 150 155 160

2038
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3

Arg Ile Thr Cys Gln Gly Asp Ser Leu Arg Ser Tvyr Tvyr Ala Ser Trp
165 170 175

Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys
180 185 190

Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Ser Ser
195 200 205

Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln 2la Glu Asp Glu
210 215 220

Ala Asp Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His val val
225 . 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1741

<211> 248

<212> PRT

<213> Homo sapilens

<400> 1741 .
Gly Vval Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser
1 5 10 15

Ser val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr
65 ‘ 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Met Glu Tyr Asp Ile Leu Thr Gly Tyr Tyr Gly Gly Tyr Fhe
100 A : 105 110

- 2039
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~Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 . 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr
130 135 140

Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln Thr Val Arg Ile Thr
145 150 155 160

Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gln Gln
165 170 175

Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr Gly Lys Asn Asn Arg
180 185 190

Pro Ser Gly Ile Pro .Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr
. 195 200 205

Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly
225 230 235 240

Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1742
<211l> 242
<212> PRT
<213> Homo sapiens

<400> 1742
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Asn Tyr
. 20 25 30

Ala Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Ile Phe Gly Thr Ala Asp Tyxr Ala Gln Lys Leu
50 55 60

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Val Tyr
65 70 - : 75 : 80

2040
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Met

Ala

Thr

Sexr

Val

145

Arg

Leu

Arg

Gly

Ser

225

Leu

Asp
Thr
Leu
Gly
130
Ala
Ser
Leu
Phe
2Ala
210

Ser

Gly

Leu

Gly

val

115

Gly

Leu

Tyr

Val

Ser

185

Gln

.Gly

<210> 1743
<211> 245
<212> PRT
<213> Homo sapiens

<4£00> 1743
@ln val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser

1

Ser Ser
85

Met Gly

100

Thr vVal

Gly Gly

Gly Gln

Tyr Thr

165

val Tyr

180

Gly Ser

Ala Glu

Asn His

5

Leu

ASp

Ser

Ser

Thr

"150

Asn

Ala

ser

Asp

val
230

Arg

His

Ser

Ser

135

val

Trp

Lys

Ser

Glu

215

val

Ser

Tyr

Gly

120

Glu

Arg

Phe

AsSn

Gly

200

Ala

Phe

Glu
Gly
105
Gly
Leu
Ile
Gln
Lys
185
Asn

Asp

Gly

ASp

90
Met
Gly
Thr
Thr
Gln
170
Arg
Thr

TyY

Gly

10

Thr
AsSp
Gly
Gln
Cys
155
Lys
Pro
Ala

TyT

Gly
235

Ala

Val

Ser

Asp

140

Arg

Pro

Ser

Ser

Cys

220

Thr

Val

Trp

Gly

125

Pro

Gly

Gly

Gly

Leu

205

Asn

Lys

YT

Gly

110

Gly

Ala

Asp

Gln

Ile

190

Thr

Ser

Leu

Tyr

95

Arg

Gly

val

Ser

Ala

175

Pro

Ile

Arg

Thr

15

PCT/US02/36496

Cys

Gly

Gly

Ser

Leu

160

Pro

AsSp

‘Thx

Asp

val
240

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Ala Thr Phe Ser Ser His

20

25

2041 -

30
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Gly

Gly

Gln

65

Met

Ala

Thr

Ser

Ser

145

ser

Gly

Gly

Leu

sSer

225

Leu

Iie
Gly
Gly
Asp
Thr
Met
Gly
130
Gly
Asp
Lys
val
Thr
210

Ser

Thr

Ser

35

Ile

Leu

Gly

val

115

Gly

Ser

val

ala

Ser

195

Ile

TYTL

val

<210> 1744
<211> 247
<212> PRT
<213> Homo sapiens

Trp

Ile

val

Ser

Met

100

Thr

Gly

Pro

Gly

Pro

180

Asn

Ser

Thr

Leu

Val

Pro

Thr

Ser

85

Gly

val

Gly

Gly

Gly

165

Lys

Arg

Gly

Thr

Gly
245

Arg

Ile

Ile

70

Leu

Asp

Ser

Ser

Gln

150

TyY

Leu

Phe

Leu

Arg
230

Gln

-Phe

55

Thr

Arg

His

Ser

Gln

135

Ser

Asn

Met

Ser

Gln

215

Ser

Ala

40

Gly

Ala

Ser

Tyr

Gly

120

Ser

Ile

Tyxr

Ile

Gly

200

Ala

Thr

Pro
Thr
Asp
Glu
Gly
105
Gly
val
Thr
val
yr
185
Ser

Glu

Arg

Gly
Ala
Glu
Asp

90
Met
Gly
Leu
Ile
Ser
170
Glu
Lys

Asp

val

2042

Gln

Asn

Leu

75

Thr

Asp

Gly

Thr

Ser

155

Trp

Gly

Ser

Glu

Phe
235

Gly

TyY

60

Thr

Ala

Val

Ser

Gln

140

Cys

Tyr

Ser

Gly

Ala

220

Gly

Leu

45

Ala

Arg

vVal

Trp

Gly

125

Pro

Thr

Gln

Lys

Asn

205

Asp

Gly

Glu

Gln

Thr

TVYL

Gly
110

‘Gly

Ala

Gly

Gln

Arg

190

Thr

Tyx

Gly

Trp
Lys
val
TyY

95
Arg
Gly
Ser
Thr
His
175
Pro
Ala
Tyr

Thr

PCT/US02/36496

Met

Leu

Tyr

80

Cys

Gly

Gly

val

Ser

160

Pro

Ser

Ser

Cys

Lys
240
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<400> 1744

Gln

1

Ser

Ala

Gly

Gln

65

Met

Ala

Lys

Gly

Ser

145

Thr

His

Pro

Ala

Tyxr
225

val
Val
Ile
Gly

50
Gly
Glu
Arg
Gly
Gly
130
val
Ser
Pro
ser
Ser

210

Cys

Gln
Lys
Ser

35
Ile
Arg
Leu
Ala
Thr
115
Ser
Ser
Ser
Gly
Gly
195
Leu

Ser

Leu

val
20

Trp

Leu

val

Lys

Gly

100

Met

Gly

Gly

Asp

Lys

180

val

Thr

Ser

val

Ser

val

Pro

Thr

Thr

85

Thr

val

Gly

Ser

val

165

Ala

Ser

Ile

Tyr

Gln

Cys

Arg

Ile

Ile

70

Leu

Ser

Thr

Gly

Pro

150

Gly

Pro

Asn

Ser

Thr
230

Ser
Lys
Gln
Phe

55
Thr
Arg
Leu
val
Gly
135
Gly
Gly
Lys
Arg
Gly

215

Thr

Gly
Thr
Ala

40
Gly
Ala
Ser
Metbt
Ser
120
Sexr
Gln

TyY

Leu

‘Phe

200

Leu

Arg

Ala
Ser

25
Pro
Pro
Asp
Asp
Asn
105
Ser
Gln
Ser
Asn
Met
185
Ser

Gln

Sexr

Glu

10

Gly

Gly

Ala

Glu

Asp

90

Tyr

Gly

Ser

Ile

TYyr

170

Ile

Gly

Ala

Thr

2043

val

Gly

Gln

Arg

Leu

75

Thr

Gly

Gly

val

Thr

155

val

s

Ser

ATy
235

Lys

Thr

Gly

TyY

60

Thr

Ala

Thr

Gly

Leu

140

Ile

Ser

Glu

Lys

ASp

220

vVal

Lys

Phe

Leu

45

Ala

Arg

val

Asp

Gly

125

Thr

Ser

Trp

Gly

Ser

205

Glu

Phe

Pro
Ser

30
Glu
Glu
Thr
TyY
val
110
Ser
Gln
Cys
Tyr
Ser
190
Gly

ala

Gly

Gly

15

Ser

Tre

Lys

Ala

Tyr

95

Trp

Gly

Pro

Thr

Gln

175

Lys

Asn

Asp

Gly

PCT/US02/36496

Ser

Tyr

Met

Phe

Tyr

80

Cys

Gly

Gly

Ala

Gly

160

Gln

Arg

Thr

Tyr

Gly
240
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3

Thr Lys Leu Thr Val Leu Gly
245

<210> 1745

<211> 256

<212> PRT

<213> Homo sapiens

<400> 1745
Gln val Gln Teu Gln Gln Ser Gly Pro Gly Leu Val Lys Pro Ser Glu
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Gly
20 25 30

Asn Tyr Tyr Trp Ser Trp Val Arg Glun His Pro Gly Lys Gly Leu Glu
35 40 T 45

Trp Ile Gly Tyr Ile Tyr Asp Ile Gly Ash Thr Tyr Asn Pro Ser Leu
50 58 60

Lys Ser Arg Val Thr Met Ser Val Asp Thr Ser Lys Asn Gln Phe Ser
65 70 75 80

Leu Glu Leu Thr Ser Val Thr Alas Ala Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Val Pro Tyr Tyr Tyr Asp Thr Ser Gly Gly Tyr Leu Gly Glu
- 100 ; 105 . 110

Tyr Tyr Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Leu Val Thr Val
115 ' 120 125

Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
130 ' 135 140

Ser Gln Ser val Leu Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly
145 150 155 160

Gln Ser Ile Thr Ile Ser Cys Thr Gly Thr Ser Ser Asp val Gly Gly
165 170 175

Tyr Asn Tyr Val Ser Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys
180 185 190

2044
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Leu Met ;1e Tyr Glu
195

Phe Ser Gly Ser Lys
210

Leu Gln Ala Glu Asp
225

Arg Ser Thr Arg Val
245

<210> 1746

<211> 247

<212> PRT

<213> Homo sapiens

<400> 1746
Glu Vval Gln Leu Val
1 5

Ser Val Lys Val Ser
20

Ala Ile Ser Trp Val
35

Gly Gly Ile Leu Pro

Gln Gly Arg Val Thr
65

Met Glu Leu Lys Thr
85

Ala Arg Ala Gly Thr
100

~ Gln Gly Thr Leu Val
115

¢ly Gly Ser Gly Gly
130

Ser Val Ser Gly Ser
145

Gly

Ser

Glu

230

Phe

Gln

Cys

Arg

Ile

Ile

70

Leu

Sexr

Thr

Gly

Pro
150

Ser
Gly
215

Ala

Gly

Ser
Lys
Gln
Phe

55
Thr
Arg
Leu
Val
Gly

135

Gly

Lys
200
Asn

Asp

Gly

Gly
Thr
ala

40
Gly
Ala
ser
Met
Ser
120

Ser

Gln

Trp
Thr
VL

Gly

Ala
Ser

25
Pro
Pro
ASp
Asp
Asn
105
Ser

Gln

Ser

Pro

ala

YT

Thr
250

Glu

10
Gly
Gly
Ala
Glu
ASp

90
Tyr
Gly
Ser

Ile

2045

Ser

Ser

Cys

235

Lys

val

Gly

Gln

Arg

Leu

75

Thr

Gly

Gly

val

Thr
155

Gly

Leu

220

Ser

Leu

Lys

Thr

Gly

Tyr

60

Thr

Ala

Thr

Gly

Leu

140

Ile

val
205
Thr

Ser

Thr

Lys

Phe

Leu

45

Ala

Arg

Val

AsSD

Gly

125

Thr

Ser

Ser

Ile

Tyr

val

Pro

Ser

30

Glu

Glu

Thr

Tvyr

Val

110

Ser

Gln

Cys

Asn

ser

Thr

Leu
255

Gly
15

Ser

Trp

Lys E

Ala

Tyr

95

Trp

Gly

Pro

Thr

PCT/US02/36496

Arg

Gly

Thr

240

Gly

Ser

Tyr

Met

Tyr

Cys

Gly

Gly

Ala .

Gly
160
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Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr Gln Gln
165 170 175

His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg
180 185 190

Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr
195 200 205

Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr val Leu Gly
245

<210> 1747
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1747
Glu Val Gln Leu Gln Gln Ser Gly Ala Glu vVal Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Txrp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg Val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 . : . 105 110

2046
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Asp Tle Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 - 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Val Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Ary Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Pro Gln Ala Glu Asp
210 . 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 - 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1748
<211> 249
<212> PRT
<213> Homo sapiens

<400> 1748
Glu Val Gln Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 15

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn
20 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Gly Ile Ile Pro Met Phe Gly Thr ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Vval Ala Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser
65 70 75 80

2047
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3

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val
100 105 ‘ 110

Trp Gly Arg Gly Thr Leu Val Thr val Ser Ser Gly Gly Gly Gly Ser
115 120 125

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln
130 135 140

Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys
145 150 155 160

Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser Trp Tyr
165 170 175

Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Gly
180 185 190 ’

Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly
195 200 205

Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala
210 215 220

Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val Phe Gly
225 - 230 235 240

Gly Gly Thr Lys Leu Thr Val Leu Gly
245

<210> 1749
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1749
Gln vVal Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Arg Pro Gly Ala
1 5 10 15

Ser Val Val Val Ser Cys Lys Ser Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

2048
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Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
'35 40 . 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe
50 55 60

Gln Gly Arg val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Giy Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Met Val Thr val Ser Ser Gly Gly Gly
115 ‘ 120 ‘ 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Vval Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 155 160

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
165 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 200 205

Ser Gly Asn Thr Ala Ser Leu Thxy Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Gly Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg Val
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1750
<211> 245
<212> PRT
<213> Homo sapiens

2049 -
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'<400> 1750
Gln val Gln

1

Ser

Gly

Gly

Gln

65

Met

Ala

Thr

Ser

Ser

145

Ser

Gly

Gly

Leu

Ser
225

val

Ile

Gly

50

Gly

ASp

Thr

Leu

Gly

130

Gly

AsSp

Lys

aAla

Thr

210

Ser

Lys

Ser

35

Ile

Arg

Leu

Gly

val

115

Gly

Ser

val

Ala

Ser

195

Ile

Tyr

Leu

Val

20

Trp

Ile

val

Ser

Met

100

Thr

Gly

Pro

Gly

Pro

180

Asn

Ser

Thr

Gln

Ser

val

Pro

Thr

Ser

85

Gly

val

Gly

Gly

Gly

165

Lys

Arg

Gly

Thr

Gln

Cys

Arg

Met

Ile

70

Leu

Asp

Ser

Ser'

Gln

150

Tyx

Leu

Phe

Leu

Arg
230

Ser

Lys

Gln

Phe

55

Thr

Arg

His

Ser

Gln

135

Ser

Asn

Met

Ser

Gln

215

Ser

Gly

Ala

Ala

40

Gly

Ala

Ser

Tyr

Gly

120

Ser

Ile

TYyr

Ile

Gly

200

Ala

Thr

Ala
Ser

25
Pro
Thr
Asp
Glu
Gly
105
Gly
val
Thr
val
YT
185
Ser

Glu

Arg

Glu

10

Gly

Gly

Ala

Glu

Asp

90

Met

Gly

Leu

Ile

Ser

170

Glu

Lys

ASp

val

2050

Val

Gly

Gln

Asn

Leu

75

Thr

Gly

Thr

Ser

155

Trp

Gly

Ser

Glu

Phe
235

Lys
Thr
Gly
Tyr

60
Thr
Ala
val
Ser
Gln
140
Cys
Tvyr
Ser
Gly
Ala

220

Gly

Lys
Phe
Leu

45
Ala
Arg
Val
Trp
Gly
125
Pro
Thr
Gln
Lys
Asn
205

AsSp

Gly

Pro

Ser

30

Glu

Gln

Thr

Tyr

Gly

110

Gly

Ala

Gly

Gln

Arg

190

Thr

Tyr

Gly

Gly

15

Thr

Trp

Lys

val

Tyr

Arg

Gly

Ser

Thr

His

175

Pro

Ala

TYyr

Thr

PCT/US02/36496

Ser

Tyr

Met

Leu

Tyr

80

Cys

Gly

Gly

val

Ser

160

Pro

Sexr

Sexr

Cys

Glu
240
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3

Leu Thr val Leu Gly
245

<210> 1751
<211> 247
<212> PRT
<213> Homo sapiens

<400> 1751
Gln Val Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ser
1 5 10 i 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Glmn Ala Pro Gly Gln Gly Leu Glu Trp Met
’ 35 40 45

Gly Gly Ile Leu Pro Ile Phe Gly Thr Ala Lys Tyr Ala Glu Lys Phe
50 55 60

Glu Asp Arg Val Thr Ile Thr Ala Asp Glu Leu Thr Arg Thr Ala Tyr
65 70 75 A 80

Met Glu Leu Arg Arg Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ala Gly Ser Ser Leu Met Thr Tyr Gly Thr Asp Val Trp Gly
100 105 110

Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly
115 _ 120 125

@ly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu Thr Gln Pro Ala
130 135 140

Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile Ser Cys Thr Gly
145 150 155 160

Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr V&l Ser Trp Tyr Arg Gln
165 170 175

His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu Gly Ser Lys Arg
180 185 120

2051
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Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys Ser Gly Asn Thr
195 200 . 205

Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp Glu Ala Asp Tyr
210 215 220

Tyr Cys Ser Ser Tvr Thr Thr Arg Ser Thr Arg val Phe Gly Gly Gly
225 230 235 240

Thr Lys Leu Thr Val Leu Gly
245

<210> 1752
<211> 251
<212> PRT
<213> Homo sapiens

<400> 1752
Glu Met Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 ) 10 . 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr
20 25 30

Thr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Pro Glu Trp Met
35 40 45

Gly Trp Ile Asn Gly Gly Ser Gly Asp Thr Lys Tyr Ser Arg Lys Phe

Gln Gly Arg val Thr Ile Thr Lys Asp Thr Ser Ala Ser Ala Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Gly Ser Glu Asp Thr Ala Leu Tyr Tyr Cys
85 90 95

Ala Arg Ala Thr Tyr Asp Pro Leu Thr Gly Tyr Ser Phe Asp Gly Phe
100 105 110

Asp Ile Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly
115 120 125

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Ser Val Leu
130 135 140

Thr Gln Pro Ala Ser Val Ser Gly Ser Pro Gly Gln Ser Ile Thr Ile
145 150 : 155 - 160

2052,



WO 03/055979 PCT/US02/36496

Ser Cys Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr val Ser
165 - 170 175

Trp Tyr Gln Gln His Pro Gly Lys Ala Pro Lys Leu Met Ile Tyr Glu
180 185 190

Gly Ser Lys Arg Pro Ser Gly Val Ser Asn Arg Phe Ser Gly Ser Lys
195 . 200 - 205

Ser Gly Asn Thr Ala Ser Leu Thr Ile Ser Gly Leu Gln Ala Glu Asp
210 215 220

Glu Ala Asp Tyr Tyr Cys Ser Ser Tyr Thr Thr Arg Ser Thr Arg val ‘
225 230 235 240

Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly
245 250

<210> 1753
<211> 249
<212> PRT
<213> Homo sapiens

<400> 1753 '
Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ser

1 5 10 . 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Ser Tyr
20 25 30

Ala Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
oo 35 40 ; 45

Gly Arg Ile Ile Pro Ile Gly Asn Met Ala Asn Tyr Ala Gln Lys Phe
50 55 60

Gln Gly Arg Val Thr Leu Thr Ala Asp Lys Ser Thr Gly Thr Ala Tyr
65 : 70 75 80

_Met Glu Leu Thr Ser Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 . 90 95

Ala Arg Glu Asn Tyr Asp Tyr Leu Thr Gly Tyr Tyr Gly Ala Phe Asp
100 105 110

2053
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Ile Tfp

Ser Gly
130

Gln Pro
145

Cys Thr

Gln Lys

-Arg Pro

Ala Ala
210

Tyr Tyr
225

Gly Gly

Gly

115

Gly

Ala

Glu

Pro

Ser
195

Ser.

Cys

Thr

<210> 1754.
<211> 245
<212> PRT
<213> Homo sapiens

<400> 1754
Gln val Gln Leu Gln

1

Lys Gly

Gly Gly
Ser VvVal

Gly Asp
165

Gly Gln
180

GEy Ile

Leu Thr

‘Asn Ser

Thr

Ser

Ser

150

Ser

Ala

Pro

Ile

Arg

- 230

Lys Leu
245

=

5

Ser vVal Lys Val Ser

20

Ala Phe Ser Trp Val

35

Gly Gly Ile Ile Pxo

50

Gln Gly Arg Val Thr

65

Thr

Gln

Cys

Arg

Ile

Ile
70

Leu

Gly

135

val

Leu

Pro

Asp

Thr

215

Asp

Val

Ser

Lys

Gln

Phe

55

Thr

Val
120

Gly

Ala

Arg

val
Arg
200
Gly

sSer

Leu

Gly
Ala
Ala

40

Gly

Ala

Thr

Gly

Leu

Ser

Leu

185

Phe

Ala

ser

Gly

Ala

Ser

25

Pro

Thr

Asp

Val

Gly

Gly

VY

170

val

Ser

Gln

Gly

Glu

10

Gly

Gly

Ala

Glu

2054

Ser

Ser

Gln

155

TYr

val

Gly

Ala

Asn
235

Val

Gly

Gln

Asn

'Leu
75

Ser

Gln

140

Thr

Thr

Tyr

Ser

Glu

220

His

Lys

Thr

Gly

Tyr
60

Thr

Gly
125
Ser
Val
Asn
Ala
Ser
205

ASp

val

Lys
Phe
Leu

45

Ala

Arg

Gly

val

Thr

Trp

Lys

190

Ser

Glu

vVal

Pro

Ser

30

Glu

Gln

Thr

PCT/US02/36496

Gly

Leu

Ile

Phe

175

Asn

Gly

Ala

Phe

Gly
15

Asn

Trp

Lys

val

Gly

Thr

Ser

160

Gln

Asn

Asn

Asp

Gly
240

Ser

Tyr

Met

Leu

TYyTY
-80
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Met

Ala

Thr

Ser

Ser

145

Ser

Ala

Ile

Val

Ser

225

Leu

Asp

Thr

Leu

Gly

130

Gly

Asn

Ala

Pro

Ile

210

Trp

Thr

Leu

Gly

val

115

Gly

Thr

Ile

Pro

Asp

195

Ser

Asp

Val

<210> 1755
<211> 248
<212> PRT
<213> Homo sapiens

<400> 1755
Cln Val CGln Leu Gln Gln Ser Gly Ala Glu Vval Lys Lys Pro Gly Ala

1

Ser

Met

100

Thr

Gly

Pro

Arg

Gln

180

Arg

Gly

Asp

Leu

Ser

85

Gly

Val

Gly

Gly

Ser

165

Leu

Phe

Leu

Ser

Gly
245

5

Leu

ASp

Ser

Ser

Gln

150

Asn

Leu

Ser

Gln

Leu
230

His

Ser

Gln

135

Arg

Thr

Ile

Gly

Ser

215

Agn

Ser

Iyr

Gly

120

Ser

val

val

Tyr

Ser

200

Glu

Gly

Glu
Gly
105
Gly
val
Thr
Asn
Asn
185
Lys

ASp

Arg

Asp

90

Met

Gly

Leu

Ile

Trp

170

Asn

Ser

Glu

val

10

Thr

Asp

Gly

Thr

Ser

155

Asp

Gly

Ala

Phe
235

Ala

val

Ser

Gln

140

Cys

Gln

Gln

Thr

AsD

220

Gly

vVal
Trp
Gly
125
Pro
Ser
Arg
Arg
Ser
205

YT

Gly

Tyxr

Gly

110

Gly

Pro

Gly

Leu

Pro

190

Gly

Tyr

Gly

Tyr

95

Arg

Gly

Ser

Ser

Pro

175

Ser

Ser

Cys

Thr

15

PCT/US02/36496

Cys

Gly

Gly

Ala

Ser

160

Gly

Gly

Leu

Ala

Lys
240

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Lys Tyr

20

25

2055

30
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